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The National Cancer Center Research Institute is one of the largest cancer research institutions in
Japan, with over 350 staff, including postgraduate students and research assistants. The Institute
covers 17 research areas with 10 independent units, as well as the Fundamental Innovative Oncology
Core, established as a common platform serving the entire Center. From highly original basic
research to the development of therapeutic and diagnostic drugs, the Institute conducts a wide
range of activities in collaboration with other units within the Center. Through a variety of sequencers
and the development of unique biocinformatics, the Institute has a proven track record in cancer
genome analysis. Based on these discoveries, we develop drugs and conduct clinical trials with the
two hospitals of the Center. As part of the development of specific technologies for cancer genomic
medicine, we developed OncoGuide™ NCC Oncopanel System, Japan’s first cancer gene panel
test, which is now covered by national health insurance. Currently, we are confirming the clinical
usefulness of the genetic panel test for hematopoietic malignancy, which we developed and prepared
with partners throughout the nation. Our bioresources are continually expanding, with over 600
patient-derived xenograft mice and over 30,000 fresh-frozen tumor tissues in our biobank. Utilizing
these resources, we will conduct joint research with academia and industries in Japan and overseas.
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Mission / Activity Goal
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Elucidating the Etiology of Cancer, Aiming at Eradication of the Disease
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Cancer medicine is currently undergoing a revolution.
While new therapeutic drugs emerge one after another,
there is a growing need for personalized therapy based
on genomic information of each patient’s tumor. To help
Japan lead such global trends in new cancer research
and medicine, the Institute is focusing on the following
issues.

Developing New Therapeutic and Diagnostic Methods
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The exact pathological mechanism of cancer is still
unknown in many cases. Without unraveling this enigma,
it will be difficult to develop effective cancer drugs. In
addition to cancer cell analysis that makes full use of the
latest genomic, epigenomic, proteomic, and metabolomic
technologies, we will consistently press forward with
research to elucidate the characteristics of cancer cells
with original approaches, exploring subjects ranging from
the understanding of carcinogenic mechanism to the
development of therapeutic and diagnostic methods.

Advancing Cancer Genomic Medicine
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Take lung cancer as an example; even though so named
collectively, various types of genomic mutations are
observed in its tumors. Upon using the same drug,
adverse drug reactions vary greatly from patient to patient.
Thus, future cancer medicine needs to optimize therapies
according to genomic and other information. Furthermore,
identification of cancer-prone genetic aberrations is
expected to lead to new forms of cancer prevention. We
will build and communicate such new cancer diagnostic
and treatment systems so that every patient in Japan can
receive effective cancer treatment with peace of mind.
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Major Achievements in FY2023
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Pan-Cancer Comparative and Integrative Analyses of Driver Alterations Using Japanese and

International Genomic Databases
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Using 48,627 samples from the Center for Cancer Genomics and
Advanced Therapeutics (C-CAT), this study provides a comprehensive
landscape of driver alterations and their clinical significance in
Japanese patients. Comparisons with White patients revealed high
TP53 mutation frequencies in Asian patients across multiple cancer
types. Multicohort data integration revealed the cooccurrence of
multiple mutations in epigenetic regulators which coordinately cause
transcriptional and phenotypic changes. Our analyses dissect various
genetic properties and provide valuable resources for precision
medicine in cancer.

NFEBEFIE 2BR
Chief, Division of Molecular Oncology
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Cancer types in the C-CAT cohort
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This study serves as a foundation for cancer genomic medicine, drug discovery, and clinical trials in Japan, highlighting the
need for optimized diagnostic and therapeutic strategies tailored to Japanese cancer patients.
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The impact of FGFR3 abnormalities in bladder cancer on the tumor immune microenvironment and the

efficacy of immunotherapy

KINERBER DA JR— NMEIT NS, FGFR3 B FOREZFOES CRERR
BHUNRRICEHRENH DI & ZLUTREF v IR Y NEEE (IC) 2%
[CHRIIRY A TIFET B ENESHNTRD £ LT, FHICBRRAEY 7517
(LumP) Tl FGFR3 2EHHDEEBIDAN. RWEFIL D ICI DIREEEIE
NTWSZENHRINE Ulco BN ADHFH T 5+ 7& FGFR3 EEAHEHE
PETRETZ 2 EICL> T BRAAICTT 2 ICHREROENRE & O IEHEIC T
TEDLSICRBEEZSNET,

From a large-scale cohort analysis of bladder cancer (BC), it has
become clear that cases with FGFR3 genetic alterations exhibit
diversity in the tumor immune microenvironment, and that certain
types are particularly responsive to immune checkpoint inhibitors (ICls).
For the luminal papillary subtype (LumP), cases with FGFR3 alterations
show superior treatment efficacy with ICls compared to those without
such alterations. By combining of BC molecular subtypes and FGFR3
alterations, the effectiveness of ICI treatment for BC can be more
accurately predicted.

PARNAHRRSE 4BR
Chief, Division of Cancer RNA Research
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National Cancer Center Research Institute
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FGFR3 alteration
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Although predicting the efficacy of ICl is challenging, this study has made it possible to predict with greater accuracy in BC.

Additionally, by combining molecular subtypes and FGFR3 alterations, it is expected that identification of therapeutic targets
and the development of tailored immuno-combination therapies will advance.
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Whole genome analysis reveals a new carcinogenic mechanism for gastric cancer.
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Gastric cancer is one of the most common gastrointestinal cancers
with high levels of chromosomal structural aberrations, but the
overall picture is not clear. Through large-scale whole genome
analysis of gastric cancer with accompanying clinical information, six
chromosomal structural aberration signatures (RS1-6) characteristic of
gastric cancer were discovered. As a new carcinogenic mechanism,
we also demonstrated for the first time that extrachromosomal DNA
contributes to the development of gastric cancer.
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WY ) 20 ARERSE HEE The results of this research are expected to form the basis for the development of prevention, diagnosis and treatment of
Chief, Division of Cancer Genomics gastric cancer. In particular, extrachromosomal DNA has the potential to become a new therapeutic target and molecular
b 2 ) . marker for gastric cancer.
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Efficacy of Anti-HER2 Therapy with Trastuzumab Deluxecan in Uterine Carcinosarcoma Consistent with
PDX-model predictions of efficacy, paving the way for the development of treatments for rare cancers.
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Uterine carcinosarcoma (UCS) is a poor prognosis histological type of
uterine cancer that is unlikely to respond to anticancer drugs. The group - >
of Department of Medical Oncology, National Cancer Center Hospital has v"'
conducted an investigator-initiated clinical trial (STATICE trial) of the anti-

HER2 antibody-drug conjugate trastuzumab deruxtecan (T-DXd) for UCS.  |s ERXEZNGRBOBECESTST DXADERAREMBICRRT STEDNTRENE rect of
In parallel, we collaborated with the Department of Gynecologic Oncology aoxdlinlreal patients

at Saitama Medical University International Medical Center to evaluate J-PDX 54 F5 Y — HP 5D

the efficacy of T-DXd in UCS-PDX models. As a result, the STATICE trial —RFTEA— RAS BN G T, /l-\

"

907+ Control
o]+ TOMITOR
- TDXd 10mokg
“«
2
A
L)

R
Ty

o

cpnﬂrmed the high efficacy of T-DXd against UCS. Furthermore, tlvx./o of the Please access the J-PDX libraries H

six patients for whom PDX models could be created actually participated in . o J-PDV
) _ i o ) website by clicking the 2D code

the STATICE trial, confirming a good correlation between clinical efficacy and on the right

antitumor effect with PDX. gnt.

PDX ETILHREDRBESADBBENREBBICKRT 52 &N ERI NS 2. BE
ShDDBVWEDNATIEPDX ETINEZEWMERT 22 & CHlRRMEZ TR TESH
BEEERT CENTEE Ul EMAAMEEZY Y —TIld J-PDX 175U —HRBEL.
PDX ET /L EFWRIERAREZESH TEWVWD FT,

NFEERESH 25E The results of this study confirmed that the PDX model accurately reflects the treatment efficacy in actual patients, and also demonstrated
Chief, Division of Molecular Pharmacology the possibility of predicting clinical efficacy by effectively utilizing the PDX model in rare cancers where the number of patients is small.
The National Cancer Center will also construct the J-PDX library and promote drug discovery and development using the PDX model.
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A & 2 This is a column in which the researchers themselves explain what kind of research is being conducted at the National Cancer Center

Research Institute and how their research is contributing to medical care.
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A Wide Spectrum of Research Areas ~Divisions~
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Division of Molecular Pathology
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Working closely with the Department of Pathology and Clinical Laboratories at Central Hospital, we
conduct research to put genetic changes to practical use in diagnosis and research to find genetic
abnormalities useful in diagnosis, based on questions raised in the process of diagnosis.
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Division of Cancer Evolution
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Thorough analyses of genetic alterations acquired in normal tissues, precancerous lesions and
cancers, we are studying the genetic mechanisms of cancer development and progression.
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Division of Cancer Stem Cell
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We conduct research aimed at elucidating the relationship between RNA-dependent RNA polymerase
activity, an enzyme activity that we discovered for the first time in the world, and cancer stem cells.
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Division of Genome Biology
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This division is identifying novel targets (seeds) for prevention, diagnosis, and treatment to promote

cancer genomic medicine, including the discovery and translation of RET gene fusion as well as
implementation of the NCC Oncopanel gene panel.

National Cancer Center Research Institute

The mission of the institute is to strongly promote research
that contributes to the creation of innovative medical
seeds that enable the development of new drug discovery
and diagnostics based on the results obtained from basic
research.The Institute develops innovative technologies
for the early detection of cancer and continues to create
highly original seeds that contribute to the realization of
effective cancer treatment. By integrating technologies
backed by the Institute's rich experience with the results
of high-quality basic research, we are advancing an
integrated understanding of the characteristics of diverse
cancers within individuals.
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Division of Cellular Signaling
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Through an approach combining high-sensitivity functional screening with next-generation

sequencing analysis, we aim to elucidate the development mechanism of human tumors and develop
novel molecular targeted therapies.
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Division of Cancer RNA Research
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Splicing analysis and molecular biological methods, animal splicing analysis, molecular biology
methods, animal models, and clinical and preclinical studies. We aim to deliver tests and treatments
to cancer patients with RNA abnormalities.

DAT /SO ARRDE
Division of Cancer Genomics
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Based on histopathological knowledge, we conduct a comprehensive analysis of cancer genome,
epigenome, and gene expression, mainly targeting intractable cancers (e.g., liver cancer, biliary tract
cancer, gastric cancer) and rare cancers (e.g., sarcoma, adult T-cell leukemia, pediatric tumors),
which are particularly important in Asia.
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Division of Brain Tumor Translational Research
BIEMBBHREELTLEOD BEBREIMHVENDIE W\ FRHEEERE L.
FUWRBRORREANDRITLS ALY —I TV AT —9%BNIAEZIT>TV\E
Jo

Our researchers sequence several types of malignant tumors to reveal how these tumors form and
why some of the tumors are refractory to current therapies. We are working on the sequencing
analysis of brain tumors to lead to the development of novel therapies.
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Research Outline
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PDF downloadable from the website;we hope you will find it usefulite.

English
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Division of Molecular Oncology
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By elucidating the overall picture of genetic abnormalities in cancer, we aim to identify novel cancer-
related genes that are potential drug discovery targets and biomarkers. We hope to understand the
molecular pathology of cancer, based on the identified genetic abnormalities.

YIB! F D EF
Division of Bioinformatics
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We study biology through computational analysis of experimental data. We play a
substantial role in cancer genomics and cancer genome medicine.
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Division of Molecular Pharmacology
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Clinical pharmacology connects the gap between medical practice and laboratory
science, especially in drug development.
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Division of Cancer Immunology
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By integrating various omics analyses such as basic immunology, genomics, and metabolism, we

are elucidating the true nature of antitumor immune responses in the cancer microenvironment while
conducting basic research for the development of new cancer immunotherapies.
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Division of Advanced Bioimaging

EHfE LORRE, E50F. BEELEELERKIC AF - BREIA—VY
JUT, MDD ALICES ST FIURELH) FIEBREDBAZEEL TWEY,

We aim to elucidate signaling mechanisms that lead to the oncogenesis of cells at the
molecular level by simultaneously performing multicolor single-molecule and super-
resolution imaging of receptors, signaling molecules, membrane structures, and other
structures in living cells.
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Open Campus for young researchers , physicians and students
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The Open Campus is held every April and includes a lab visit tour and an introduction
of the cooperative graduate school systems.
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Division of Genome Analysis Platform Development
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We have been developing a practical cancer genome sequencing pipeline and
accompanying tools for detecting acquired mutations.
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Division of Cancer Therapeutics
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We aim to develop optimal cancer therapies by focusing on genetic abnormalities and
finding optimal therapeutic targets based on genetic abnormalities characteristic of each
cancer patient.
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Division of Rare Cancer Research
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We explore biomarkers and drug discovery targets for diagnosis and therapeutic

optimization in rare cancers such as sarcoma, GIST, neuroendocrine tumors, and brain
tumors.

ERAIHARERESEF
Division of Medical Al Research and Development
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In close collaboration with physicians at the National Cancer Center Hospital, we are promoting
medical Al research and development for clinical application.The mission of our laboratory is to
publish papers in high quality international journals and to deliver the results of our research to cancer
patients.
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A Wide Spectrum of Research Areas ~Independent Research Unit~
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Independent research units are laboratories with a
relatively small number of members that conduct research
and development independently for the purpose of
fulfilling the mission of the National Cancer Center as well
as the Divisions
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Laboratory of Fundamental Oncology

Laboratory of Molecular Carcinogenesis
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By focusing on microRNAs and knowing their functions, we develop an understanding of the

molecular mechanisms of carcinogenesis while conducting basic research that contributes to new
cancer therapies and diagnostic methods.
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We are actively conducting research to elucidate the new functions of the well-known
tumor suppressor gene p53, and to develop novel cancer therapies and diagnostic
methods targeting the p53 signaling pathway.
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Laboratory of Molecular Genetics
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Using genetic approaches such as genetically modified mice, transposons, and CRISPR-
Cas9, we explore the molecular mechanisms that regulate cancer.
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Laboratory of Cancer Cell Systems
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Through a cellular biology approach focusing on organoid technology, we conduct
research aiming at elucidating the cancer cell society and developing novel therapies.
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Laboratory of Integrative Oncology
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Our research aims to elucidate the cancer cell diversity and the microenvironment based
on single-cell RNA-seq, and to understand cell-cell interactions via extracellular vesicles.
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Laboratory of Computational Life Science

RS - ZBREA SO RBLRNCT I BIERBTRMORFAZITR>TRDE T, BT
B, HEETILORAEICLD, BADERTOEADRZERENZIER S Gz B
LEY,

We are developing computational methodologies for single cell or spatial omics

observations. By integrating machine learning and mathematical modeling, we aim to
understand and control the cancer progression process in space and time.

National Cancer Center Research Institute

Laboratory of Genome Stability Maintenance

T/ LREEMDFEEE. ZOHIEEBICIIRIEICRRR RIS T/ LREE
FREMDHEMEBORAZEEL TWET,

There are still many uncertainties about the mechanism for inducing genomic  instability and regulating
genome stability. We aim to elucidate the regulatory mechanism of genome stability maintenance.
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Laboratory of Genome Stress Signaling
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Focusing on DNA replication stress, we are challenging the question, "What causes cancer? Based on
information obtained from these studies, we aim to discover the weaknesses of cancer and develop
new treatments.
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Laboratory of Intracellular Traffic & Oncology
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%7,

Where do cancer-causing mutant proteins cause growth signaling? By intracellular
imaging, we investigate the subcellular localization of oncogenic mutants and develop a
novel strategy for inhibition of growth signaling through blocking the intracellular trafficking.

HBABEREEEREI=Y b

Laboratory of Cancer Pathophysiology

MNABESABRDNAEDHEICE TS QOL [ LIRS ZRIF IR DA
AR ES LSOO WEREROMEIL OO DBIENINARKRE (ERE) HRZHO
ICERRELT\EY,

We focus on comprehensive cancer pathology (basic) research to establish next-generation supportive

cancer therapy and palliative cancer care with a view to improving the QOL of individual cancer
patients living with their cancers.
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Fundamental Innovative Oncology Core : FIOC

Supporting the development of new cancer therapeutic and diagnostic methods

FIOC ([3EHEAER CERR & DIEE L ZHEEY 5 2 E ZBRICRRES 1
THERCEMRERIERR - RI SRR, MFCSREREZ B Y HHFI R
OEESEENSBRENTVWEY, BERNDT AT I 7 PRELE
BUTKNSYAL—r3F)LUY—F (TR) RGY/N—-XTRZXE
HEL. DAL WEEE - SREDRFE & Rt EL TWET,
FIOC DR—AR—=JICFEMZEA = 2 —DFMDIFH\

FlOC
Web site

FIOC is a research organization that promotes translational research
(TR) and reverse TR and supports the development and practical
application of new therapeutic and diagnostic methods. The FIOC
consists of Central Animal Division, Central Radioisotope Division,
Office of Research Coordination and 10 departments that provides
specialized technologies. We also facilitate collaborative work with
multiple private sector organizations outside the NCC.

Our website provides details on the technical assistance menu, the

FIOC website also includes a pamphlet outlining FIOC.Please access

FIOC 0)*%%% REDIIVTL Y H H%%ib’(b\i@“o E_l:@ the website by clicking the 2D code on the upper right of this page.

“RITA—RDST I EALEE L,

BN ODEELBEAFRIENAAVY —R
Expert and extensive analytical techniques and bioresources
1. #ZEX4#E Analytical technologies of FIOC

-
2

® 7/ L - 5EEEET Genomic - bioinformatics analysis ﬁ :EG ‘ : . ) il z
@ EY)HIEEAEAT Pharmacokinetic analysis : y : * ﬁ S
@ JFIEfRTT Pathological analysis . =

@ FEHENT Immunological analysis @B "“ é

@ TO77A4—Lf#r Proteome analysis o of WG g
° ?

BIY)E T )LERAT Animal model analysis

J\A 7 1)) — X Bioresource
® HAANAERERFED J-PDX Uapanese patient-derived xenograft) = -f 5 1) —

Japanese cancer patient derived J-PDX Japanese patient-derived xenograft library
@® EHIUNWAMELEYHY—/\AA/\>% National Cancer Center Biobank

3. FIOC DfEMTHAlT - /N1 A1) Y —XDERA Utilization of FIOC’s analytical technologies and bioresources
@ ERUVUTHTIFADIFEZIE Analytical technologies for companies and academia

2.

FIOC DE Y 252 BETKMP/NN\A AV Y —RZFEN L. &
EPT7 AT I 7 TORIERAERCRBAEZEL TVET,
Bl - Aass (BELR. BSEBUR G L), Bk
PDX 7 L% EM U I JEIRRFER DR, FRABEMER DI/
AAR—H—RRFZT> TV,

@ EHHNAMAXEE (PRIMO) EiiEAF—L

By utilizing the analytical techniques and bioresources of
FIOC, we support new cancer drug development and practical
application with companies and academia. We also conduct
many collaborative research projects with them.
Example: We perform non-clinical trials using the J-PDX library
and discovered biomarkers for candidate drugs.

Practical Research for Innovative Cancer Control Management Office (PRIMO) Technical Support Scheme

PRIMO &3E# L. AMED ZHHNAEBRRALHREEICRRS
NIEMEREICTH LT, HEMEE U TRIITEZT>TWET,
Bl 1) BEFEMRBICNT 5. FHRABEEONEBA N =X LFEHZ
BE Ufc, BREORETOT 71 BT ZT>TWET,

2) J-PDX 1 77V —%BW, HABRERNARERZSY—=
JIE B, ARERNRNPIABORDAHE LTVWET,

b

MREAXEITOIHRN

FIOC is also collaborating with PRIMO to provide joint research
and technical support for the Japan Agency for Medical
Research and Development (AMED) Practical Research for
Innovative Cancer Control project (Kakushingan project).
Example: 1) In collaboration with young researcher, we perform the
immunological analysis to elucidate anti-tumor mechanisms of a new drug.

2) We have implemented a drug screening test that uses the J-PDX liorary
across cancer types to select target cancer types for a clinical trial.

Workflow to research supports

FIOC DWigs e FLESNS/13. MIFAT BIESEE L TER SV,
BOZRTTIA—RTHEX—UCT T EATEXT,

HEEZEREA
i

HYH L
P
Discuss our
staff

Contact Office of
Research Coordination

Please Contact to Office of Research Coordination.
You can also access your email with the 2D code
on the right.

fioc-renkei@ml.res.ncc.go.jp

HYEECMBRHIZH -

Conclude a joint research agreement
or a non-disclosure agreement with our staff

MAZED

48

Start research
supports

BN ARREY Y — WRA
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Various Research Support by FIOC

BMRBRER / DAET ILEFEERM

Central Animal Division/Cancer Model Development

DARRICHERIRBERBYOMEFERZTS>LEBIC. BETFERYIADE
HNZHE - RRRE - EREBREDRETERMOTEZIT>TVET, Feo T/A
REICLBBELTFERVVADERE LOHR ORI ORAICIDBA TN,
We maintain and manage laboratory animals essential for cancer research, while providing technical
support for embryo engineering such as in vitro fertilization and cryopreservation of genetically modified

mouse strains. We are also involved in generating gene-modified mice through genome editing and
developing novel supporting technologies.

INA AN T ERFT

Biobank and Tissue Resource

JAAN TR, 1) BESADSRBEZIIR. 2) 22U - REICELNE
B, 3) TNLICHMET 22RERGEZEE, REL. Thonatlzizits s
ETRIEVD ABLUD WA DEFIFRUARILTTNET,

The biobank collects, stores and organizes the following biological samples: 1) blood donated by

patients, 2) tissues used for diagnosis and testing, and 3) associated clinical information. These
samples are used for cancer and non-cancer research.

707 A — LBRTERF

Proteomics

BEMTPT VBT LA ZAWY V) B EPEESE BRI ICERIT T 2 &ifi%
FFL. T2/ WELNILTHADEEISED, SRREDRFEICRITES,
Our lab develops advanced techniques to comprehensively analyze protein quantity and function using

mass spectrometry and protein arrays. We aim to uncover the essence of cancer at the protein level,
contributing to the development of innovative treatments.

BIZEIRM - ¥ —XBEFRABM

Department of Translational Oncology

D AMIEDIEIE PGB IS I 2R EREGTFICH U TR, BEREEDFHR
ZToTVWEY, PABBETINVRAZFALT BEREZEDENHH PN ZYI 7Y
NY—=Y 2T LOREBLOHRFAARNDMRZIEZT>TVET, DABEDGBEE
HSED AMRIIRODEIL, R R ORI ORRHT>TVES,

We are developing nucleic acid medicine that can be designed to target abnormal genes involved in
the proliferation and metastasis of cancer cells. Using cancer metastasis model mice, we evaluate the
efficacy of nucleic acid medicine, develop the drug delivery systems, and provide support for research
both inside and outside the institute. We also establish and characterize cancer cell lines derived from
metastatic lesions in cancer patients, and search for drug discovery targets.

R AR A BR T

Analytical Pathlogy

IAAND D EBEL, HEDBEEDBE DV TOHFMERNTETY, Fe, HE
FREFZEBELTWDH), BREICR T DEBOME DI EEMOER#MAT
DEBLEADICOWTEYIBENE. HEFRETVET, Ffeo 2 FRIBARIRIN
ZBEC U B SR B 1TV\ET,

In cooperation with biobanks, we are able to conduct collaborative research on all kinds of tumors.

In addition, based on pathological morphology, we provide appropriate advice and collaborative

research on the positioning of tumors in oncology and the spatial spread of tumor cells within tissues.
We also provide technical support based on molecular pathology techniques.

RET / LERITERF

Immuno-genomic medicine

G/ NEATERPIE 2024 4F 4 AD SIREIBL £ LTz, LI T, ERaEDm
INESEBERWVCRRBRTO7 7 MLELUERE - EBREPOICEITEZT
THD, EIULAAER Y —ANDERRE - FFRDFZEUH. FHTI7rhED
SOIIBICIEU TREZIN SV AL —Y 3 M URER OB B A TWES,

Department of Immuno-genomic Medicine focuses on the analysis of immune cell profiles, immune cell
functions and their spatial information using biopsy specimens and other small size tumor tissues. We

provide analytical support for immunological translational research in response to requests from clinical
and research departments within the National Cancer Center, as well as from academia and industry.

National Cancer Center Research Institute

R | RE& MR

Central Radioisotope Division

BEHREDT/ LARLRICES DNA B1E. DNA SBISHEDANZ X LFFHRIE
% - EPOC HE&EHEL, NADRERABEHREREE UCEESNTOSHETFH
#fEE (BNCT) P affi B DAY EICOWTOMRZT>TVET,

We have focused on the study of molecular mechanisms of cellular responses such as DNA damage
signaling, DNA repair, and apoptosis pathway after DNA damage, including by irradiation. Through
collaboration with NCC Hospital and EPOC, we conducted preclinical research as well as basic and

translational studies of the accelerator-based boron neutron capture therapy (BNCT) systems, and of
the alpha ray-emitting nuclides for biological/medical use.

BRER T/ LERHTERFT

Clinical Genomics

J\AANNVTEFIEDBEEBL T, TVANY Y —ERICL DR REZRN T/
Ly RIVRIUTR—=L - XAF)ALERERIEL. BRIRECERIAZE DM ET
EHELTWET,

In collaboration with the Department of Biobank, we perform genome, transcriptome, and methylation

analyses using clinical specimens through a one-stop service to support clinicians and basic
researchers in their research.

NAAALCT AT 17 RAEF

Bioforamatics

LUEPTICIE. RBIARENELT 2T — 5D/ A ALV TANT AV A%, TR
RELTIT>TWET, THEDAIS. FIOC EIEEEANTEHREE W,
Our department offers the supports of the bioinformatics analysis of data produced by experimental

laboratories as collaborative research projects. Please contact FIOC Office of Research Coordination
if you are interested in this service.

L BRERF

Pharmacology and Therapeutics

BEEGBME (PDX) 7V EEOEBEENEE SAEEOEBBESITLL
THED. EEORI—MENMRIch., BLEFREIMMERSNDIEWSTENHD, BRR
PMROFAREDSBVEEDNTVET, EHERIMFITIE. PDX EFILERVTHA
TBREMTI R RRREEERI RV ) — =0V =T\ BRERERICEATY 2EADEIRED A
BOSBICHITTMRZIT>TVWET,

Patient-derived xenograft (PDX) models are characterized by their close approximation to the
tissue structure of patient tumors, maintenance of tumor heterogeneity, and preservation of genetic
variations. These models are said to have a high predictive ability for clinical efficacy. The Department
of Pharmacology and Therapeutics conducts large-scale drug screening across various cancer types

using PDX models. Our research focuses on selecting drugs for clinical trials and optimizing them for
specific cancer types.

SeERIRERM

Immune Medicine

BEPEPTHTITNEE S DERAREROMMEHERE LT REM PO ABRDR
BRI ERIEL. /A AN —— DEROHED RE RIS OERIRICES B
HEXZELTWEY, Foo BADEEMNRREOS FEBEZRSMELT, B2
Wi - SRESARIRS, SAEIETIEDX A= X LBRABESH TWET,

In collaboration with pharmaceutical companies and academia, we support the immunological
analyses in translational research to explore biomarkers and antitumor mechanisms of immune

therapies. In addition, we develop novel therapeutic strategies based on the elucidation of molecular
basis in an immune-suppressive tumor microenvironment, and drug resistance mechanisms.

EETEE

Research Coordination

EEXEEG ERNRRBERMAERIZ LYY — (FIOC) DOIFFIRUEERERE
DEE L. FIOC DB BETEIMI RO/ A AV Y —R & ERUASE LR
(TR)/ UIN—=R TR Z#EELF T, Ffo. FIOC OMFXERV/\AAVY —XIcEHT
BERBOEL T BRIELWEEZTENEFT,

The Office of Research Coordination strengthens collaboration among departments and experimental
facilities of the Fundamental Innovative Oncology Core (FIOC) and promotes translational research (TR)/

reverse TR using techniques and bioresources of FIOC. We would like to be of service to you the
inquiry counter regarding research supports and bioresources.
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Promoting Translational Research

FZEARId, FRokypie - ST - SEIMERTRRL Y 5 — - DAY/ LIS
EDEEIC L BHE

—_

WEHE Y —FE s Hlc, MEPEDPTHTIT
R EBERDIEE U BIRIICHEEL TWET,

Tsukiji TR Board &3 ?

Tsukiji TR Board
Web site

The Institute, together with the Hospital, East Hospital, Exploratory
Oncology Research & Clinical Trial Center, Center for Cancer
Genomics and Advanced Therapeutics, and others, is actively
promoting translational research (TR) in collaboration with
pharmaceutical companies and academia.

What is the Tsukiji TR Board?

Tsukiji TR Board &, i+ >V /CADO RV AL—Y3F)LUH—
F (TR) ZFMHEbT 2 & RUBERPSE - 7HT I 7AOFEH TR
EREHD B2 2" “H7 7" ZBMIC. FRFERTE &
READ—RE 78> TESDH TWBHT 2/ TR R DA T, Tsukiji
TR Board ®EXD k> TRIAAFKIE. HEREED TRAFRZELE L.

—_
~

PHhT=

FZEDTRARETRE LTVWET,

V=LLABRZVAL=Ya3F IS —F
KX TDFHN

Seamless flow to translational research(TR)

BEER /34

Pharma / Bio-Tech / B

TREIAFAEZ A

TR consultation request
@ HEHRZK —&XeEhi-ABEn @

Joint research One-stop-shop contact @

agreement TR TR
%

- e . TR consultation
AR AB R4 AR
Nec AIREM =t sn meeting

Intellectual Property and

SesearchiAllianceEaction Regular-basis:Cross-functional

information sharing

@ 4
I & BTRIIRENE

TR collaboration with NCC
Tsukiji Campus network

<
SRR
E5%H

Research

Institute

Fundamenta
I Innovative
Oncology
Core (FIOC)

o Rk

BREM
NCC Hospital,

04

PO T 14 ET 1 HBER Activity Briefing Session

Tsukiji TR Board T, #F 12 AB. FE U TREDA%
WHRE LT, FARATCHRIRER - RO OIFRR R
WA - INAA DY —ZAZBNALTWET, Ffe. [BHROWE
MZRo T, BEEBMREDERIEADERZ T T,
HEARANDOERZZIEL TWET, EENHZA1E. Tsukiji
TR Board ® HP Z &< 2L\,

03/

The Tsukiji TR Board is a new framework for TR where Hospital and
the Institute jointly work to invigorate TR on the Tsukiji Campus,
making the Tsukiji TR research system “visible and accessible” to
pharmaceutical companies and academia. The Tsukiji TR Board
focuses mainly on TR with pharmaceutical companies and covers
TR with academia.

Tsukiji TR Board (&> —ALR7%: TR HAREREAFFIZIRELEFT,

Tsukiji TR Board provides a seamless TR research implementation system.

HRZER—R S cBOTHID

Drop a request to one-stop-shop contact for your TR consultation

THAE B TSP IR E TR I DENBDFEA,

The one-stop-shop contact is ready for your easy access, then you don’t need to seek out
appropriate researchers/physicians by yourselves.

TR AR ISHEBERRBZ AT AV N—-T

Have a TR consultation meeting with pre-assigned researchers/physicians
THRREASHEBERTRY R D7 XN\ —THBICIBREE SnEd, Fe, TR iR
DOABICIH U CEYIIFR—RXAVN\—ZRELUTHEETHIET TR HHARED
BRI BREOHRINF S,

Every TR consultation request is shared within the core members in a timely manner, then

appropriate researchers/physicians should be pre-assigned from the board members.
Confidentiality could be maintained within only limited attendees thus.

HELMTE DRE & HREFFTEH DR

Conclude a joint research agreement

ARSNICEBABICGU TEEAREZREL, NCC MEA#FIzELT, 18
HEBSLEYMRE OB THEMFRZZMELE T,

Having an agreement of TR plan at the consultation meeting, a joint research agreement

would be concluded between customers and researchers/physicians in charge via NCC IP
and Research Alliance Section.

Fithk v N EHEZED UL TR HIRZRE

Conduct TR study in collaboration across functions in NCC Tsukiji campus
FRIUEBEESIRERT, ERNERARRERME 7 vy —, MIERMEAH CEELAD
5, TR MREEHBLET,

Conduct TR study effectively in collaboration with NCCH clinical department, Fundamental
Innovative Oncology Core and NCCRI research divisions.

Organized by the Tsukiji TR Board, this annual event is held around
December each year, mainly for companies to introduce the latest
research results, analytical techniques, and bioresources from the
laboratories and the Hospital and Hospital East. The Board also
provides opportunities for individual meetings between companies
and the laboratories in a manner that preserves the confidentiality of
information and supports the development of joint research. If you are
interested, please visit the homepage of the Tsukiji TR Board.

EREDHERMAEEE (2017 F 10 A~ 2024 F£6 A)

Collaborative Research project with Companies (October 2017 - June 2024)

ERA T HRL BbEE OHFERFEE-BL TWET,

Tsukiji TR board conducts joint research with various companies both

e EAINER

breakdown of collaborative research

domestically and internationally. @;5ER(IREMR 24558 @EREMAT 15:8&
Co-clinical study Basic research
R DEREERE  205&E AZEBIOIERER 9FRE
! |, diagnostics and medical Investigator-initiated trial Action mechanism of drug
device companies R _ o ~
: D>{EakR 4388 NRIEIZRIRR 3R
companies Sponsor-initiated trial Exploration of drug target
Outside of Japan ‘ FHSIMACEHICH OISt 123 ADUTERIR 3FE

ER%4 22 #t& 51

51 projects with 22 companies

SRRz Xt

Drug development (Non-clinical study)

Development of diagnostics

BN ARREY Y — WRA
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Facilities

EuMSARREY T —F. BRERDDAME. DNAUERFRE. HAZED
FORBREIZESHEE S U TR SN TWEY, ARATIE. DADERE
PR U VAR PR EDORFA Z BIs U ICAMAZT > TWET, i
FRIZ 2017 FICR TSN, RFEROMFMRDEHSINTVET,

The National Cancer Center is expected to play a central role in cutting-edge
cancer research, cancer medicine development, and cancer treatments. The
Institute conducts basic research on cancer and applied research aimed at
developing new therapeutic and diagnostic methods. The research building was
completed in 2017 with state-of-the-art research facilities in place.

) LBRITE  Section of Genome Analysis Platform

AT/ LETIEDARERBSES
KEBFRENTT, SEIFHREEOR
Y=o —%Z2REL. DADT/ &
LEIERET 22 L&D, NADE |
HZsANTWET,

Cancer genomic analysis is a major driver of
cancer research. This Section has various
types of next-generation sequencers

to investigate the causes of cancer by
decoding the genomic sequence of cancer.

;ﬂ\:ﬁ%ﬁ%g Common Equipment Room
ABEISHBEER 707 TS RS KABAR
FARRATEER IRBE S N TV E Y,

This room is located on the 4th floor, where
a variety of research analysis equipment is
installed.

—ﬂ&“%%ﬁi General Laboratories

8RN 5 13 BICE—MERENSH 0. =\ ==
ERETINVFET—IDEEHLE = =

ZITSTRY AR—ZICHHNTNE T, RPN - |
KREDT CHECESRYR—IDBD, - = e . ‘
AIEEER S 7 U — Y — AR ENEMTL
T,

The building’s 8th to 13 floors house general
laboratories, each of which is divided into
benches for experimentation and desk
spaces for data compilation. Adjacent
to each laboratory is Lab Support where
necessities such as measuring instruments
and freezers are.




/\4#/\?7 Biobank

MR CHEEG EDFEE () &ZNICHEY 22RIEHRRE
%{%E L. E%Eﬁj‘hh—/éﬁﬁ L/T\l\i—g_o

The Biobank stores ﬂ:
specimens (samples)
such as blood and
tissues and related
medical information,
making them available
for use in medical
research.

NAEICEWT, EEE%E
BUWemEEZETY, (@Rl
[T =V RATLANRHABE
ICRBEBI N, BEHTHWVEFER
BOTCHEEEEINTLETD,
HAPEIZFBL T EHR
THAMIEDERSIR & DT %
HRITZEHARETT,

Analysis using laboratory animals is indispensable in cancer
research. An individually ventilated cage system is installed in each
husbandry room, where the animals are kept in an extremely high
hygienic environment. It is also possible to observe the metastasis
of cancer cells in vivo using fluorescence and luminescence.

AIH#E (A) Z=hA
ERICSAYT 3RS
EATWET, AllC
L BNREZHIEITS
ZE&T. BEREBOA
ZIFEICRANT 5 &
MEBEICE > TERL
feo

Research is also underway to apply artificial intelligence (Al) to

cancer medicine. Al-enhanced endoscopic diagnosis has enabled
us to accurately detect early-stage colorectal cancer.

HBINERE (2024 £ 6 BRAR®E)

Collected Samples (as of June 30, 2024)

WA FEFIER 31,637 FEF
Pathological frozen Cases : 31,5637 patients
tissues RIAREL 132,739 X1 7))L

Samples : 132,739 vials
W R A RM IR FEGIEL - M 3% 1 123,754 FEF)
Blood collected for Cases Plasma : 123,754 patients
research - DNA : 123,820 %S
D N A :123,820 patients
- RNA A lysate : 119,367 fES
Lysate for RNA extraction : 119,367 patients
IRAEL - 1M %% 1 584,834 /X1 7L
Samples Plasma : 584,834 vials
-DNA :495,305 /X1 7 )L
D N A : 495,305 vials

- RNA #itH A lysate : 120,390 /X 77 )L
Lysate for RNA extraction : 120,390 vials

AT LEFEED
IEITERT—IER
BNICREITT 27
= ERE DRI —/\,
ABREDT—FH—)\
EZRE L. DAHE%E
FTZTWETD,

In order to analyze various data, including cancer genomic analysis,
in an integrated manner, high-performance analysis servers and
high-capacity data servers are in place to support cancer research.

KEE - £IF-I—L
Conference Hall and Seminar Rooms
1REICRAEEEEES
F=IL—LhH D, #EE
2. BEISREMTD
nNTWEY, BFMEE
S —HERRRICRRES
h, BEEICBAREN
BS5NET,

The 1st floor houses facilities such as a conference hall and seminar
rooms, where lectures, seminars, and other meetings are held. Seminars

for young researchers are held regularly, and the Director’s Award is
handed to particularly outstanding presentations.

HEMRZHFLINBS

CONTACT
ARAATIE. ERATHS. TRIK. SSICEFHRMRICVDET
PR L Y — MR EIRAESESE - MPBIREX TIER IS,

translational and developmental research. Please contact us by E-mail.

BEHNGHER. BRzBEUREVERMRZIT>TWET,
The institute is conducting various types of collaborative researches including basic,

EESEHE - MIBMREE  Research Alliance and Intellectual Property Section / E-mail : alliance@ml.res.ncc.go.jp [=]

BN ARREY Y — WRA
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Research Institute As of April 1, 2024

BER

President

R

AR

[ 4> FiRE45BF Division of Molecular Pathology

[ ﬂﬂﬂﬁﬁ#ﬁﬁ Division of Cellular Signaling
(

l b‘hﬁﬁﬁﬁ%ﬁﬁ Division of Cancer Evolution

{ 73‘/\; RNAﬁﬁ%ﬁﬁ Division of Cancer RNA Research

[ b‘hﬁ#mﬂﬂm?{,ﬁﬁ Division of Cancer Stem Cell

[ DAY/ = 9 ATHZESEF Division of Cancer Genomics

{ 5 ) LEYIFETRI S EBF Division of Genome Biology

Director

R

BIFff R

Deputy Director

EY a7 —HKRE

Visionary Strategic Planning
Office

BB IRRE AR
aArevy—

[ B BER B I T F2 9 BF Division of Brain Tumor Translational Research

{ 4 J ISR B &R 9 BF Division of Genome Analysis Platform Development

[ LEYIEFRZ 2 EF Division of Bicinformatics

[ ﬁ‘fu;ﬁﬁﬁmgﬁﬁ!} Division of Cancer Therapeutics

[ 4> FZETBFRIS 2 BF Division of Molecular Pharmacology

[ DD ATRFE S BF Division of Rare Cancer Research

[ BB R IE 24 BF Division of Cancer Inmunology

[ E#E Al #FZ2BI S BF Division of Medical Al Research and Development

)
)
)
)
)
)
)
)
[ S} F I SEF Division of Molecular Oncology ]
)
)
)
)
)
)
)
]

[ FEURINA A A X =YY JTRFSBF Division of Advanced Bioimaging

{ WTIA=w Independent Research Unit ]

[ BPISEBRMESR Central Animal Division

[ RI S2B&EER Central Radioisotope Division

[ I\ A I\ 2 ERBFY Department of Biobank and Tissue Resources

[ ﬁﬁia‘/ L\ﬁ*ﬁ‘.ﬂll’ﬁ Department of Clinical Genomics

[ 70577 — LBRATERFY Department of Proteomics

[ INA ALV T AT 1 9 AEBFY Department of Bioinformatics

Fundamental Innovative
Oncology Core
(FIOC)

[ mjﬁmﬂg . D—Xﬁﬁgﬁﬁ Department of Translational Oncology

[ 2&3hEXBRERPY Department of Pharmacology and Therapeutics

[ DA TETILEAFEERPT Department of Cancer Model Development

[ #ﬁEﬁﬁEBFi Department of Analytical Pathology

[ ﬁ,&gﬂﬁg}!ﬁ Department of Immune Medicine

)
)
)
)
)
)
)
)
)
)
)
)

[ ﬁﬁb‘/ L\ﬁﬁﬁﬁ!l’ﬁ Department of Immuno-genomic Medicine

IR—L~R—J & SNS D ZHEN

Web site & Official X account

Web site ¢

the institute.

BAwE Engish L HRFOWMRER AR N
j L CRALET.

Our official X account will introduce
the research activities and events of

F
*‘f;‘;‘lh"

BUNAFREYT—
NaonalCancer Cortr pan

I
f

=

Don’t get cancer,
-

Not beaten by cancer,

and Live with cancer.

EZH AT > 49 —HFAT NCCRI Japan Official Account
@NceriOfficial

National Cancer Center Research Institute
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T104-0045 R HRRXEH# 5-1-1

TEL.03-3542-2511 (AR )
https://www.nce.go jo/ip/ri/

394 & (30 P TERD

Oedo Line “Tsukijishijyo Station” 1 minute walk from Exit A1 or A3
Hibiya Line “Tsukiji Station” 5 minute walk from Exit 2

Hibiya Line “Higashi-ginza Station” 5 minute walk from Exit 6
Asakusa Line “Higashi-ginza Station” 5 minute walk from Exit 6

5 min walk from “Tsukiji San-chome” bus stop
3 min walk from “National Cancer Center” bus stop

for 394 ( free of charge up to 30 minutes )

5-1-1 Tsukiji, Chuo-ku,
Tokyo 104-0045, Japan
Phone:+81-3-3542-2511
https://www.ncc.go.jp/en/ri/
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