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(3) EIzFEER ONA), #BEER (DNA)

THES) BEEXHADY VY. T@FES) REREFRIR.

BEFBHEAL(DNA). #EE2!(DNA) TAES) BENBRABROFEERADY I TT,
No.| ¥—h— ¥ IETVR BENEE IETVX EH FHIAD KEIET>
B 2147 LAJL Ealpeid ZLAJL
5 | GBA-NTRK1 1 | Predictive | Sensitivi- A entrectinib ERHEGER Tier 1A
q22-q23.1 ty/Response DS FDAMREEEE Pathogenic
EREFRZERR § BARKABRS
(11%) (8f%)
[ i 2,8,21~26
2 | Predictive Sensitivi- A larotrectinib FDAEEE
ty/Response | ERERFRFARP
(1)
3 | Oncogenic  LikelyOnco- | F
genic !

> EEFHEBEH ONA), #HEEE ONA) ELTREENERY—H—DEBRELHLEFT,

RH R EA

No R SNEBERICH LBRECSHLES,
X—Hh— EROR—h—BETHLET,

1478  BEFL N T (-)THRAELTERD)

2478 : B A bRV E

X2 ILE A [FoundationOne CDxJ DIH4E.
A4 MY ROERFZHILTEA,

BE IETYVRICH LEBEERZEHLET,

IETUAAEELBZWVMTIZIEZREH ST A,
IEFTUX EEDIETURAA TELTUTEZEHLET,
BA S Predictive : EHIFIRIZHITHIET VR

Oncogenic : LR FIZHTHITET VX

FRIRER ZEICHTIBRRNEREZTH LTI,
LESNDEBRNEROFHEMIL. p.18 [BREANERDOTEHNR] 28R E
S0, BERNEENEHSINATWVAWVWERR, ZHEBRYET,

IETVR C-CAT CTEBRSNEIETVALNLEREHLET,

L~ HRHENDIRAREF, [337 IETUVALRNLER] 28RBS,

IETFTUREA TH Oncogenic DIBBIEBSEXBAD ) VI BENTZH N
F9, VVIBBEEHTIDEZHEDOSEXXBIIR—UBHLET,

13 OB C-CAT



HH A
A ZTRICHT DEHREZEHLET,
AREITT—XDEVEFICENTIE, AEASESCPHEEZESNMBEIND
ZEPHYET,
LHEHINZER|IL [423.CKDB1 o7/ 7—yarvadyy, LUV LKR—
TAVTRY =] [CHHBAT RIS THRELTBY £,
I ETYREA THPredictive DIHFEESEXEAD ) VI BEMNTEHINE
T, VUV BBERTTDLZAUDSENMICR—UBBLET,
BHI~DOEFEN | EERICHTIEFI~ORESEEZRHLET.

ENERERRETH Y DIFE. HHEONICEHLET, £ XL OBRKHR
BWAD) I BEMNLEEHEINET, VU IVBSERTT S LEZLOBRKA
BRBWRIR—UBBLET,

HHN~DBEMF [423.CKDB1 07 / T—yarvAaP vy, BLVLR—F
4 TR =]) ICHAT IRECTHRELTHBY £,

KEIETUX
L ~JL

KEDIETUVALNLEZEHLET,

LHEHEINZ2RABEIE (432 KETET XL ANJL(Actionability)] |

B LUV [433. £EI ET VXL ARL(Pathogenicity)] ZZSB <&,
BARKREBRTHY DIHE. BREONICEEHLET, £-. ZBOBRKAER
BERAD) VI BSHTHINES, VI BSERTT 2 EHLDBRERHA
BRIBRMICR—UBBLET,

BL., RRSNDIHBERIERTIOHETLERY FT,

> R ILE D TFoundationOne CDx] MDEFDRIR
INFILE DY [FoundationOne CDxJ MIFE. Y4 by ROMEFEHINEE A,
N—HA—IFTFEDEEHERY F£9,

BEFHEHEMR(DNA). ##:ERE(DNA) TAES) HBNEFRAROHEERAD) VI TT,
No. ¥—Hh— B IEFTYX BENEE IEFYX EH FHAD KEITET>
B 447 LAJL B)ENE ZLAJL
5 | GBA-NTRK1 1 | Predictive Sensitivi- A entrectinib ERFEER Tier 1A
ty/Response il FDAZZE Pathogenic
EREFRZRT | BARERIERHR
(11F) (8%
(W A2,8,21~26
2 | Predictive Sensitivi- A larotrectinib FDARERE
ty/Response | F}?F%ﬁﬁ*
1

WES) BBEXHAOU VY., @FES) FENEFRFR.

2

3 Oncogenic  LikelyOnco- | F
genic mi
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(4) aE—#HZt

TRES) BBEXFAOU>VY, TO@FES) (FERERKAR.
JE—BEAL TAES) EBABRHBROF@ERADY VI TT,
No. ¥—#H— ¥ IETVX BENEE IEF7VX | EH FHAD KETET>
& 217 L AL Bzt ZLAJL
7 | Cok4 1 | Predictive | Sensitivi- C abemaciclib EREEE Tier2C
2.1342 ty/Response m:2 FDABGEE Pathogenic
chr12:57, 747, 727- EREFRABRT || BABRKART
57,752,310 (3%) (108%)
@57 A 20,26,30~37
2 | Predictive | Sensitivi- € palbociclib ERFERE
ty/Response Wz FDAZGEE
ERERRARFR
(4%)
@511
3 | Oncogenic = Oncogenic F

> IE—HEEELTRHEENEY—I—DERELHLET,

IRH

R EA

No

REHSNEBERCFLBEECHLET,

X—Hh—

EEOY—h—EETHLET,

1478 1 BfcT4

2478 : O E—¥ZEDE

31TH Bz FDOEER

KX JLEH TNCC oncopanell DIFE.
JE—#ZEDElXlog, RETEH L £

XK ILE D [FoundationOne CDxJ DIFAE.
I E—#ZETDfEIE Amplification, F7=I% Loss #REH L T,
T, ERFOERIZEHEINEL A,

S

IETURICHLBREEZLELET,
IETUANEE LAEWNTICEERE I AEL A,

IETVUR

547

FEDIETURAAA TELTUTE2ZEHLET,
Predictive : BEHIFIEIZH T DI ITET U X
Oncogenic : IELERFIZWTHIET VX

B
il
&
il
i

ZEICHTIBRRNEREZTH LTI,
LESNHBERNBEROFMIL. p.18 [BRNEROLTHANR] 2 22R<E
S0, BERNEERLNEHZSNTOWVEWVWERIE, ZHEBRYET,

—

IETVUR
L X)L

C-CAT CEBESNEIETUVALRNLERHLETS,

LE SR AEIL, [337 TETUVRALRILER] 28RS,
IETYREATH Oncogenic NIHFEIFSEEAD!) VI BEMNTEHIN
F9., VU IBBEWT T LRZBDSEXMIIR—UERLET,
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HH A
A ZTRICHT DEHREZEHLET,
AREITT—XDEVEFICENTIE, AEASESCPHEEZESNMBEIND
ZEPHYET,
LHEHINZER|IL [423.CKDB1 o7/ 7—yarvadyy, LUV LKR—
TAVTRY =] [CHHBAT AREICTHRELTBY £,
I ETYREA THPredictive DIHFEESEXEAD ) VI BEMNTEHINE
T, VUV BBERTTDLZAUDSENMICR—UBBLET,
BHI~DOEFEN | ZERICHTIEF~OEESEEZRHLET,

ENERERRETH Y DIFE. HHEONICEHLET, £ XL OBRKHR
BWAD) I BEMNLEEHEINET, VU IVBSERTT S LEZLOBRKA
BRBWRIR—UBBLET,

HHN~DBEMF [423.CKDB1 07/ T—yarvAP vy, 8LV LR—F
4 TR =]) ICHAT IR THRELTHBY £,

KEIETUX
L ~JL

KEDIETUVALNLEZEHLET,

LHEHEINZ2RABEIE (432 KETET XL ANJL(Actionability)] |

B LUV [433. £EI ET VXL ARL(Pathogenicity)] ZZSB <&,
BARKREBRTHY DIHE. BREONICEEHLET, £-. ZBOBRKAER
BERA~AD) VI BSHATHINES, VI BSERTT D LEHLDERA
BRIBRMICR—UBBLET,

BL., RRSNDIHBERIERTIOHETLERY FT,

> X2 L&A [FoundationOne CDx ] DEFD R
INFIJLE DY [FoundationOne CDx ] MIFE.
O E—¥ZEDfEIE Amplification, F7/=I1d Loss ZE8&EH L F T,
T, ELFOEBEZEFEHE INEL A,
R—H—IETRENE&E LT YET,

JE—HZE1L
No. ¥—#H—

i CDK4
Amplification

TRES) BBEXHBAOY VY. TOES) BEREFRAR.
TAES ) IBNEFRAROFABEADY VI T,
¥  IETVX BENEE IETVX B FHIAD KEITET>
B 42417 LAJL = ZALAJL
1 | Predictive Sensitivi- C abemaciclib ERFER Tier 2C
ty/Response | FDAZZE Pathogenic
ERERARR | BARKARS
(3t) (10¢%)
o7 A 20,26,30~37
2 | Predictive Sensitivi- C palbociclib ERERE
ty/Response | FDAMRERZE
ERERFRZ R
(41%)
@11
3 Oncogenic Oncogenic F )
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(5) £EMiERINERE (T/NEEHRE OH)
*1 T/N E2fEaE &1L, Tumor (BEEHIRE) & Normal (EEE#RD). WA D DNA 2247 L =&

N ETT,
TRES] BBEXHADO) VY. @BE) (FERERKAR.
TAES) FBNEBRIABROFEERAD) VI T,
EREBRRIER (T/INEHEREDH) N AEBIERERODNARTERERTL THD T,
No. ¥—7#— ® IETYX BERNEE IETVX EH FHIAD KEITET>
B 217 HEA LAJL BEE ZLAJL
9 | BrCA2 1 | Predictive | Sensitivi- A olaparib ERERE _
R2318* ty/Response IS FDAEEE
0.51 (102/200) ERERFRARP
(1)
#%ToMMo Allele [ Db
frequency =0.03% 2 | Predictive Sensitivi- A talazoparib FDAEEE
ty/Response 2
3 | Predictive | Sensitivi- C niraparib FDABGEE
ty/Response u2
4 Predictive Sensitivi- G platinum com-
ty/Response pound
| B
5 | Predictive Sensitivi- (of rucaparib FDARGEE
ty/Response 2
6 | Predispos-  Pathogenic | F
ing Breast-ovar- | W16
ian cancer,
familial 2

> HIEMiERIIE R

(T/NEfERENH) L LTHRESAEY—D—DERETH LT,

"H

A

No

RESNEBERISH LBEEZEHLET,

R—h—

EEOR—H—LETHLET,
1178  BEF4%
217B  ZEDOER
317 1 FLIILEE (EE)— /B — R0
5478 : ToMMo @ 7 L L EEIER

S

IETURICHLBRLZLE LET,
IETURANEFEELEWNTIZIEZE IAFTE A,

—

IETVUR
247

EENIETVREA TE LTUTERHLET.
CEFIRICINTBIIET R
Predisposing : B ERIZHTIIET Y R

Predictive

R
yaiy
F
et
i

il
m
X

RERICHTIBERNBERZTEHLET,
LRHEINDIBRNBERDFHMIE. p.18 [(RRNBERDTEHAR] 2 5B E
S0, BERMNEENEHZINATOWAWVERIK, ZHRERYET,

T ETVRAA TH Predisposing DFZEDH, BBRMNBERD NICKEBRLELH
LET,

17 OB C-CAT




RH

i

IETUR

L~

I ETVXZA TH Predictive DIFE, BARNERERLHONIEIET VA LA
FREBLET, BENERNBRWNGEEIZALBY FT,

IETURRA TH Predisposing DiE4S. BEBERMEZ N Pathogenic, Likely
Pathogenic THNIZTIET VAL RILERHE LET, TNRLUNEFIETUX
LARLHAZERERY FY,

C-CAT TERESNEIETVALRNLEZRZHLET,
REINBIARMG, [337 TETURLRNILER] #ZSRBFEI L,
IETYRZATH Predisposing DIFEIESEXFAD ) VIV BEMNLH S
NEJ, VVIBSEHTTLEREDOSEXRICR—VBBLET,

ZF

ERICHTDEHREZHLET,

FAREIz—XODBEVEFICENTIE, BRESEESCHERESNEREIND
ZEEHYFET,

RHINDEHFE, [423.CKDB1 D7/ T—varvAavyy, BLUPLKR—
TAVIRY =] ICHATIREICTHRELTEY £9,

T ETVREA TH Predictive DIFEIESEXEBAD Y VI BEMNTHINE
T, UV BBEWTIDLZALDSEXHIIR—CBBLET,

EFI~DEEMS

ZRICHT IEF~DOEEEEZHLET,

ENERERRETH Y DIFE. HEHEONICEHLET, £ XL OBRKHR
BWAD) I BEMNEEHEINET, VU IVBSERTT S EZXBOBRKRA
BRBWRIR—UBBLEY,

HENIANDBEMF [423.CKDBT 07/ T—Y3vav vy 8LULKR—TF
1 VTR —] AT HREICTRHEHLTBY 9,

KETIETUR
L ~JL

KXEIETUVALRNLEFEREE S NFTA, N TV “—7 ZEFHLET,
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(6) E#E~X—H—"FT—TIL
¥2 AN —Hh—¢IE, BHOIX—D—DHEAEDLEIZTEKRERNITY—H—TT,

L WES) BEEXEAO) VY, [@FES) BEREFRFR,
BY—h—7-7)L TAES) (HEAEFRAROFEERADY VI TT,
No. &Y —H— & IETYRE24M4 BEREEE IEFYZLA  ZH FHIAD
& 7 )| EM
9 | ABL1F317L,BCR- | 1 | Predictive Sensitivity/Re- € ponatinib hy- BB
ABL1 fusion sponse drochloride FDAZEEH
i
2 | Predictive Resistance R2* dasatinib ERBELAE
S

>EEX—H—ELTRESNEY—ND—DFEREXLHLES,

HH A

No BREHINEERICS LBBRELEHLET.

BEX—Hh— EEOR—H—%EZHLET,

BE IETYVRIZHLEBEERZEHLET,
IETURNEE LBRWMTICIXZREH SINER A,

IETUR EEOIETVRAA TELTUTERELET,

247 Predictive : EFINRIZHTHITET VX
Oncogenic : EIERFIZXHT S TET VX

FRARI R & EEICHT IBEANEREZTHLET,
EHINDEERNEBEROEMIEL, p.18 [EERNERDZEHAR] 2 ZSRBE
SV, BERNEENEHRINTOWRWNERE, ZHERYET,

IETUR C-CAT CEEINEIETUVALRNLERHLET,

LA RHINDIAARIE, [337 TETUALRNILER] 28R ESIL,
IETUREATH Oncogenic DIFEIFBSEXFAD ) VI BENTEHI N
F9, VVIBBEWTIHLEZBDSEXMIIR—UEBRLET,
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RH A

EH ERICHTDHEFELHLET,
AR I T —XDEVNEFICRNTIEK, BERSESCHEZS N EFHIND
_EEHYET,

LHEHINZER|IL [423.CKDB1 o7/ 7—yarvadyy, LUV LKR—
TaAvIR)S—] ICHAT HIREICTHRHELTEY £,

IETYRZA TH Predictive DIFEESEXTAD ) VI BEMNTHINE
T, VUV BBERTTDLZAUDSENMICR—UBBLET,

EHN~DREE | ERICHT IEF~DOEEEEZHLET,

ENERERRETH Y DIFE. HEHEONICEHLET, £ XL OBRKHR
BWAD) I BEMNLEEHEINET, VU IVBSERTT S LEZLOBRKA
BRBWRIR—UBBLET,

HHN~DBEMF [423.CKDB1 D7/ T—v3vavvyy, BXUOLR—F
4 TR =]) ICHAT IR THRELTHBY £,
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FRARNEEDZEHAR
R EERE. AEB LU C-CAT MBDOT —2R—RIZEHZINTVIERESHLTVET,
FIZ, PALDERICH L TIIHBDT—A4R—ZXE2RLTEY FT,
2009 12 A 20 HRFE R TOHARRITTELENEY T,

<NHF—%H RX—Z BRCA Exchange HEDEERMEZER >

Benign
Likely benign
Pathogenic

Uncertain significance

BEINTVWAEERPNEZEOARBRIZDWNTIE, T2 Web R—SE TSI,

https://brcaexchange.org/help#what-data-sources-and-fields-are-provided-in-clinical-

significance-tiles

<PAET—ZRX—=X CIVIC HERDERRMWEE >

Resistance

Sensitivity /Response

BEBRINTVWIERRNBEROABICDONTIE, TiE Web R=2 2 TSR,

https://civicdb.org/help/evidence/evidence-types

21 OB C-CAT


https://brcaexchange.org/help#what-data-sources-and-fields-are-provided-in-clinical-significance-tiles
https://brcaexchange.org/help#what-data-sources-and-fields-are-provided-in-clinical-significance-tiles
https://civicdb.org/help/evidence/evidence-types

<PAET—AZRX—=X ClinVar HEDOEHRKRHESR >

Benign

Benign/Likely benign

Benign/Likely benign, risk factor

Conflicting interpretations of pathogenicity

Conflicting interpretations of pathogenicity, drug response
Conflicting interpretations of pathogenicity, other
Conflicting interpretations of pathogenicity, risk factor
Likely benign

Likely pathogenic

Likely pathogenic, drug response

Likely pathogenic, risk factor

Pathogenic

Pathogenic, risk factor

Pathogenic/Likely pathogenic

Uncertain significance

BEINTVWAEERPNEZEOARARBRIZDWNTIE, T2 Web R—SE TSI,

https://www.ncbi.nlm.nih.gov/clinvar/docs/clinsig/

<AHET—AZX—X COSMIC HEDERKRHNEER >

Likely Pathogenic

COSMIC 1280 85 ¥ —H — I FERRNEZECET 5 BHRAFESATOR LD,
—12T Likely Pathogenic & LT&HLTHYET,

<C-CATHBEDT—2RN—X&SRT IBRNEE>

RN EE =0 S

Inconclusive REMBIET Y XIEAEL

Likely Neutral NAENDEEEAIRIE ST ULVR LY
Likely Oncogenic NAIE~DEEENREEND
Oncogenic NAEICEESET %

Resistance BFHIm 4 & =D

Sensitivity /Response EREZEINREIND

22 ODC-CAT


https://www.ncbi.nlm.nih.gov/clinvar/docs/clinsig/

333 BHE B IERABR—E

3R BB BRAHR—&

* TROARR - BEASRICOV TR, FELEREE - RARECERLTVINED, BEBRINPTHIHEH. TRERE (EE

%) | ADREBHIBELBDET,
—_—

EREFRAER—E
o1
X—Hh—&S 21 HBAM(EBID. T—42EHA)
plan—7¢ e L G Study of AMG 650 in Adult Participants With Advanced
- Solid Tumors
A BIIE AMG 630 (NCT04293094 , 2020/08/24 )
AR Advanced Solid Tumors
£ | Amgen
R 866-572-6436, medinfo@amgen.com
BABRER—E
Al
I—Hh—%FS 1 HBAM(HRID. T—42FHA)

T Phase 1 APhase Ib/Il Study of the Safety and Pharmacology

s glistinib Neuropathy in Patients With Breast Cancer
HARE Breast cancer (NCT04205903)
EHEFERS The Ohio State University Comprehensive
Cancer Center
BT OSUCCCClinicaltrials@osumc.edu,

1-800-293-5066

of Nilotinib to Prevent Paclitaxel-Induced Peripheral

>REINEY—h—I2xd b, BERABROD—EEZEHLET.

HH B

XR—H—&F=S MRAERRICEHINEZY—H—0 No &, BEINZABTOREEE -
THRAELEESTY, BRAROBERI/TE SN ZRNBTEIELET,

Jz—X RARRBO I —XE2HLET,

X% ERIRAABR CRII SN D EFZLEREHLET,

NATE BRRABRONM R LR INABEZRHLET,

eyt e PRERABR 2 kaE L~ BB EREEA. ¢ LCTBRKRERELE (B, ot
RE) ODEMETHLET,

R ST EHEMREOEREEZTHLEFT,

A2 (HR | BRARERORRELM. BKRERD, T—20EHFAETHLET,

D. T—42%% | ER/BHOEBEHN. BERORRICOVWTIE, T—2EHFHEEHLFT,

=D) ERN/EBNAOEEN, BAORBRCOWTIE, T—2EHFHILZH I AET A,
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3.34. ZEBEEFDFM

>

4 ZRBEF DOFFHE
z—hH— ABL1 BE

ABL1 encodes the Abelson tyrosine-protein kinase 1
protein, c-Abl, which is involved in cell growth and
survival [PMID:20841568]. Activation of c-Abl has been
reported in several tumor types, ascribed to either ABL1
activating mutations or overexpression [PMID:22307624,
PMID:22521882, PMID:3856862, PMID:7665185]. The
chromosomal translocation (9;22)(q34;q11), resulting in
the BCR-ABL1 fusion, has been reported as the hallmark
of chronic myeloid leukemia (CML) [PMID:15719031,
PMID:27069254, PMID:9808572].

FERRICEHSINEI—N—DOEGTFOHRBELHLET,

RH A
X—Hh— EROR—H—BEZHLEFT,
M= BRESNEEEFEROHRAELH LT T, SETERICETL2XHEZ. 65

EXEIc—EE LTRELET,
BMEICEEH SN TS PMD OX#E %E [3.35. SEXHE] CEHELFT,
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3.3.5. 2&E 3K

L_I)

Bs
XRES
W20
AR

N ————————————
P —————

5 BEX#
ER
XES BEXH X—h—&S
B PMDA No.5-1, 6-2, 6-3,
6-5,9-1
2 FDA No.5-2, 6-1, 6-4,
8-1,9-2,9-3,9-5
m: Simona Soverini et al. "BCR-ABL kinase domain mutation analysis in chronic myeloid | No.1-1

leukemia patients treated with tyrosine kinase inhibitors: recommendations from an
expert panel on behalf of European LeukemiaNet." Blood(2011) PMID:21562040

AVaishnavi et al. "Oncogenic and drug-sensitive NTRK1 rearrangements in lung No.5-3
cancer." Nat Med(2013) PMID:24162815

Audrey Sirvent et al. "Cytoplasmic signalling by the c-Abl tyrosine kinase in normal and | No.6-6
cancer cells." Biol Cell(2008) PMID:18851712

SEM X—h-—&S
ABL tyrosine kinases: evolution of function, regulation, and specificity. No.1,6
Cell lines and clinical isolates derived from Ph1-positive chronic myelogenous No.1,6

leukemia patients express c-abl proteins with a common structural alteration.

Efficient and rapid induction of a chronic myelogenous leukemia-like No.1,6
myeloproliferative disease in mice receiving P210 bcr/abl-transduced bone marrow.

Global tyrosine kinome profiling of human thyroid tumors identifies Src as a promising | No.1,6
target for invasive cancers.

Mechanisms of BCR-ABL in the pathogenesis of chronic myelogenous leukaemia. No.1,6

> [BI2FEMRE] CHREINIY—N—II/RT2SEMELRHLET,

HH B

XES BEXBO—EIZH LB LESEZXHLET,
BEXFTHOTRI VI ER>TVDIXEESEHTT 5 LSEXH O URL
PEREET., EXFOXBMEFICEIIA”HY FH A,

SE Xk PMD, & X#&. FH-EAET -2V —XDOBEREZHLET,

N—»—%E | TETUALALAENOSA. (332 BEME] CEHINEEFER
D No &, BBENERBEORENT—H—FSLBYET, B—0BEX
MESMITIANBTHLHISRCIFINFELTREHLES, TETVALANL
HES DB AL, (332 BEBR] CEBISALT—H—0 No HT—H—
ESLHYET. (334 ZREET O] OBEIH D PMD DSEXHD

WMXA2A MLERELET,
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336.FERY I b TN=D3 Y

6 ERAY I b7 N—-3>

C-CAT CKDB

LR—KYT LI TN—V3>
LAF7IbN=U3 >

___________________________________________________________

___________________________________________________________

20191020 :
v32(20191028) E
Phase_3(20170504) E
V2-SSA137 E
r0.3 E
v2.30(20170807) E
3.5kjpnv2-20181105 E
v87(20181113) E
20190114 E

> TERERDFERAVINIITELIVT —EAR—AON—=Ua VERHLES,

YVIbOxT74

i

C-CAT CKDB

CKDB1 T —AR—ZAN—U 3 v EZHLET,

CKDB2 m1&#RI&. QIAGEN ™ WebAPI(QCI-NZE=FEA L TEREBLTH
YEIH. QCH ON—T 3 vIiE, C-CAT HAERBRICTHINFE
Ao 2020 F 12 A 16 HEFERD/AN—2 3 (& 7.0.20201030 T°F,

RHEF—FR—Z

*3 REOHBATIE, £EBT—4
R—REFLEHT DT —
AR—R| LERHLTEY &
ER

CKDB1 OFTIEREBDIRAKT —ER—ADN—=2 30 %
EHLES,

LR=bVYT DT

N—T3v

C-CAT AR EZENTBALR—MNEAVATFLON—C3 0%
TELFET,

LA 7o b= 3

C-CATHRERRDODLAT I MEEDON—VaVERHLET,
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33T IETURILRNILESR

» C-CATIZTEBEESNEIET UALRILONAREZEHLET,
T TEFTIRLAIER
CAEHRICETA3IE T VX LAIILSE]

p-% 3 b2}
HENAE. BRERENHS/FOARRELH B /A1 K1 VERIThTV3. A
YEHAE. FEHHNEREOBVERER - X4BIFEPIRBO IV X0 B 3. B

feh'ATE. ER K/ ISFDARREN H B /M A, MEHIEEREOSVEKRESR - X 2B EMRMEO C
AVEVHRBBB/DABICEDST. RRONSVERERTEARNTTh TV S,

NABICEBO ST, EFRSTERENRIATVS, D
HIEEFRELER (invitro¥invivo) TERAMAIREIhTW S, E
WHALICEEE T3 ehHIs TV, F

FHHEAOBEICB LT, BFRERTHRAENBREICLDBES<WMENV 7V L THEHLHBLTWVWS, R1
ZHHEAOBEICEAL T, METREREAZL LTHREND DAREBCEERIT AL TRIEShTWVWS, | R2
FHIMMEAOBSICE LT, silRSHRTHENU 7> FEFEShTV S, R3

R1,R2, R3IZEA/FOADEBHKICOVWTOMMETIET VXTI, BN (HRABRUI—H—IC2WVWT) OBERETZAZIR
7 (") BREINET,

[EFADOEEEDIEF]

UEHNAE. BRERENHS.
YN AR, BERBERSABRD'HS .
fh' AR, EIREEIEN B3 (BB,
YEHNAE. BABEREBRL DS,
HARICED 5T FDARREN BB,
Ea@s.

DUTAWN -

338 KEITETYRALANJL (AMP/ASCO/CAP Guidelines)

8 XEITEF>XLAJL(AMP/ASCO/CAP Guidelines)

Strong Tier 1A | Biomarker predicts response or resistance to an FDA or EMA approved therapy,according to
Significance drug label or professional guidelines for this diagnosis

Biomarker included in professional guidelines is prognostic or diagnostic for this diagnosis

Tier 1B | Biomarker predicts response or resistance to a therapy for this diagnosis based on well-
powered studies

Biomarker is prognostic or diagnostic for this diagnosis based on well-powered studies

Potential Tier2C | Biomarker is associated with response or resistance to an FDA or EMA approved
Significance therapy,according to drug label or professional guidelines but only for different diagnosis
Biomarker is an inclusion criterion for an active clinical trial
Biomarker is prognostic or diagnostic based on multiple small studies

Tier 2D | Biomarker shows plausible response or resistance based on case or preclinical studies
Biomarker may assist in desease deagnosis or prognosis based on small studies

Uncertain Tier3 | Biomarker has uncertain clinical significance and not known to be likely benign or benign
Significance

> C-CAT HABEHERICEH SN TSI KREIET VALRNILOEENRTEZREH LT,
SBMIZDOWNTIE [4.3.2. $EIT EF Y X LARJL(Actionability)] 8& U [433 (EITEFVRALAR

JL(Pathogenicity)] & 2SR 230N,
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330.X8FHE - #FEFH

9FRFE - REFE

O C-CATREZER WUT THRRERER V5. ) 3. IFZN— FARLICBVLTERKERS - b THRERERSE
RT3 ECFNARIGESERERSZEORRE EAZBRHTI1-008ZEHY LUREINZLDTY,

O FFEEFERR. TFAN—EARILICETIRFICETE LS. AT/ LBEREBRE V2 - HEELENHT — 42~
— 2 BAT—H~N—2 (QIAGEN Clinical Insight*1) #EICBREEICS / LBRERICH L TER - BBRNEZE DI
TobOTTN, EOFMICELTIE. ROSIHDISTEESBEVWLET,

OFAEFRICOVTE. FERICEVWTERBRE Y LTERRINLDOTEHEL, T—ER—ZAP I ATALICEALTD
SHOEBOERXBEZIISICHEPHEORMABH R EZTED. BRATIHEREREY L TOEREIMRIES
NELOTIEFHD FPA, FZOAFICDVTIE, TFIAN—EARILICEVWT, BEEM. ZYM. BEiER Y EHiRD
T, FRTIMENHDET,

QFAFAEERIE. BEOEAOWEENREAMRLELD ., ELERTHOTEHG L, . HEOER OMEENRNS LRV
R, BIGPRIERD VWL ERTHDTIESHD FHA. BLXOEROERICEL TE. FMIXEZICEOWTEA
DBRETEYT IEMIHFICBRHAET T,

GEFRFBRICEA L TRARINTVAERIEY / AEBEZEHRL LTERSIN TV ADITTIERWL D, B9 LEEEFIC
BETINTESY, KAEGRICE VW TEEIANSMARGEFART BRENICBH TSI TOWRWVWIEYL S D £
To Foo BRI TLWRBFREBRNEBEIAICTYFLTWVWA LB EFE A,

@EARRICOVWTIE. AEESRICEHEINTURVERZEPBEBRRAOELEFICLDBETANBNTERN
T—ZBEZBNET, BROAB[ICOVTIIERZBEDOEMLRBICEBVEHhE I,

CAFEHERICBHIN TV AEFO—Ek. BRAXRIEEN TEARPERLIBRTOERZTHO ., RLEEMNE - REMH
BULTVLALDTIEHD EFRADT, BHLAOEETANOZHOEAVEFRABANOERORIEICOVTIE, IFX
N=brNFILPEEEOEFFHMOL IR LTI W,

OEEROERRAPEFNNEZFRIALAEFINTVET. CNSERSOBROT Y IT— D21 I I DEVIC
#U., FEEBRTRESHTLWABHRABH TIEBVTEMDHD T, BRAAOTEEBEOHFAE L ARERR
OREHICIEEN HBIBSICIE. BEORABEBELTIEI L,

OFFBTFERORBICOVTIE. BODEEEH>TUETH, ABN. S RFLPATIS—HELBETEMDLEET
FFEEHADT, ITFIAN=EARILICEVWTIE, BEFNARIIBREERREESr 0B HRT 2 eHIC, BEK
ZICEALTHRRN B AIBEICIIC-CATICBEW LRI ETLS5BBEVLET,

EFAERRIIFRFERA SN CBREFATIBERREBSSICEBEINTVWANUT Y FOAZRERNRELTVET,

OFABLERE. WERARELVRTY ZBEEF/\FIREERRSELELZ 7L ILRVWSHEREEEYDEL
H)THERST3B5VH 570, Y- A—BEIFRL->TERINBLHHDET., 4. +HEBRTERESTh
BY—N—% BEFIURIL)DWTIE. FitWebR—UE THBRLEE L,

EHAAMRE 22— HAT S LEREEE Y2 —(C-CAT)R—LR— I EBEERIF - >C-CATHERRICALT
https://www.ncc.go.jp/jp/c_cat/jitsumushya/index.html
OAFEERTIE. UTOREERICOVWTEIRATERNRALLTED ET,
- ERHERR
+ Tumor Mutational Burden : TMB
- Microsatellite Status

FEFAEER T BEF/ARILBED/2ILER A FoundationOne CDxDIFE. Genomic Findings Tfusion¥ 2 5T L)
2H0ERAENRLLTEDET,

QARFELERIT. BEF/ARIVRENEBERRRIERERENRNC LTVWAEER. ZREREERERCH7EL
THREL. BEBRERLTEDET,

BAFEERIE. TFRAN—FARLOBEEH L LTERINEZHOTHD. BETALNRARIZESYERITES Z
CEBRELTHERINEDDTIRSD FH A

WELDREIE. BEICHT2+945HAEZT-/LT, BLA0BRELTERELYTIEMOEERVEBICEDOWVWTITS
HDOTHD. C-CATHREICET 21T BR. BEANOHBIOVWTEREESHOTIEHD EFEA.

*1 QIAGEN Clinical Insight (QCI™) is a variant analysis, interpretation and decision support tool for research and clinical
labs analyzing human genetics data and is not intended to be used for diagnostic purposes.
KEIET YL, BHREARS LFUBENHO S 5EALRROH 20, BNEESBIOH. EREGCFOHA
IZQIAGEN Clinical Insight - Interpret B3R & D £ 7,

e

> C-CAT HEBROMYKWICET 2 EIRFER, SLUEEFHEETHLET.
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4 m#T— 42 X—X (Cancer Knowledge DataBase) 122U\ T

41.C-CATHABEREROERA A —2 (£BHEE)
C-CAT AEHRIZ. FEREMERERR. TEENAY / LAEEPRIEARRENS>ESNTL
577 ) LEFTRERIZHK L C-CAT A HEEE L - H1#8 T — 2 X— X (Cancer Knowledge DataBase : LAR,
CKDB1) LAY —EXTdH S QIAGEN Clinical Insight (LI~. CKDB2) ZEIZ#EWR - BEERNEZ(T
FEAVWEBEZEICERLEZLDTT,
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42.2.CKDB1 T —4a RX—X{&iE
> CKDB1 IZ, FEED4 DT —EAR—ATHEREINATWET,

T—AR—24%& | A&
< —75—DB MNAUBEEEGEFY—H—D ') X K,
) EGFRT790M
51) BRCAT germline mutation
MKEMELRFEREUMNCZ 2 DULOEBEGRFEEDHAEDLETY—H—LT25
c8hHYET,
#F| DB NABRERIDY X b, NABEOERAEE, FDA ARE, ERNBRT OEH

EFHRNICYRMEL, BRBRNREERE, x—H—, EWSF (A—4F v k) 8HEL
FHDTY,

IETVXDB

NEF—%R—X (CIVIC, BRCA Exchange, ClinVar, COSMIC) & &TUXNCC O T
— A R—Z M5 EXIZHE (Predictive). F#%FAIEF (Prognostic). 2
(Diagnostic) . :Ef=ltEg&E (Predisposing). #E{EEF (Oncogenic) IZBAF 5T E
TUREEELEEDTY,

XKW, FRPARFEREBRICERALTEY A,

s
<

o

&% DB

ERNABEREREED Y X b, JAPIC. UMIN, JMACCT. JRCT. CllinicalTrials.gov
NENAERRICET2HBE VA NMEL, RBETIEH, KE. X—H—%F
BLEHDOTT,
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(A) | *—H—IEDLHEE - RN FDA, PMDA TERBINATWIEXER, 8LUZD
EXREFESBRRZROBERERRT OIRETT,

(B) | TETYRDBIZEHKINTWSIIET Y RIZKY, HBEMEMN predictive REZR.
BLUOEZTOEEZEGESHBAABRDOBREZRTT 2R TT,

(C) |ABRDBIZEHZEINTVIEMICLY., BEOY—N—2HE L LEBRR (BLU
LURABRATAHVLLONTWVSER]) 2RRTIRETY,

(D) (A) ~ (C) IZHERZ EBMMNELBRZ2HEDD, I—H—IZ KD IFERMIRREER NS
Blz, REOELELTE—H Y MBI YFUI2T., BETIEERR, FOE
EREAWRREBN T OIREN DD ERDODNLEHICARLERETY,
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432 (XE T ET XL AN)L(Actionability)

CKDB2 FANETNEBEFEES L UMNARBIZH LT, ULTD 3 D20OHF T D Criteria =9
M L. &_ERID Actionability 2B LEF I,

1. Therapeutic Category

Criteria
ﬁ

Biomarker predicts a response to FDA or EMA

approved therapies for this diagnosis Lo

Biomarker included in professional guidelines is
predictive of response to FDA or EMA approved AMP 1A-S2
therapies for this diagnosis

1A
Bloma_rker pred'lcts' reS|ste_mce to FDA or EMA approved AMP 1A-R1
therapies for this diagnosis
Biomarker included in professional guidelines is
predictive of resistance to FDA or EMA approved AMP 1A-R2
therapies for this diagnosis
Biomarker predicts a response to therapies for this
. ) : AMP 1B-S
diagnosis based on well-powered studies
1B
Biomarker predicts resistance to therapies for this
) ) ! AMP 1B-R
diagnosis based on well-powered studies
Biomarker is associated with response to FDA or EMA
) h : } AMP 2C-S1
approved therapies for a different diagnosis
Biomarker included in professional guidelines is
associated with response to FDA or EMA approved AMP 2C-S2
therapies for a different diagnosis
Biomarker is associated with resistance to FDA or EMA . 2C-R1 2C
approved therapies for a different diagnosis
Biomarker included in professional guidelines is
associated with resistance to FDA or EMA approved AMP 2C-R2
therapies for a different diagnosis
Biomarker serves as an inclusion criterion for one or AMP 2C-CT
more clinical trials
B|orr_1arker shows plausible response based on case AMP 2D-S
studies
_ _ 2D
Blomarker shows plausible response based on case AMP 2D-R
studies
Biomarker has uncertain clinical significance and not
; X X AMP 3 3
known to be likely benign or benign
Biomarker is classified as likely benign based on the AMP 4 4

ACMG/AMP guidelines
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2. Prognostic Category

Criteria
m

Biomarker included in professional guidelines is
prognostic for this diagnosis

Biomarker is prognostic for this diagnosis based on

well-powered studies AMP 1B-P 1B
Bion‘_\arker is prognostic based on multiple small AMP >c.p e
studies

Biomarker is plausibly prognostic for this diagnosis AMP >D-p .

based on case studies

3. Diagnostic Category

Criteria
m

Biomarker included in professional guidelines is
diagnostic for this diagnosis

Biomarker is diagnostic for this diagnosis based on

well-powered studies i LEFD e
Biomarker is diagnostic based on multiple small studies AMP 2C-D 2C
Biomarker is plausibly diagnostic for this diagnosis AMP >D-D 2D

based on case studies
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433. ¥ExTET > XL ARJL(Pathogenicity)
CKDB2 IZFANSNE=EBEFEES LTUMNAREICK LT, LD Criteria 5= M HBr L. %R
D IL—ILE B W THREH A Pathogenicity Z3RELE T,

1) Pathogenicity @ Criteria

Cases Category (Direction: Pathogenic)

g [

At least 20 independent somatic observations of Very
the alteration were found in literature CLLlE] e Strong
De novo (both maternity and paternity

confirmed) in a patient with the disease and no ACMG PS2 Strong

family history

The prevalence of the variant in affected
individuals is significantly increased compared ACMG PS4 Strong
with the prevalence in controls

Alteration may promote sensitivity to an

experimental drug QIAGEN PSS Strong
AItera_tlon may confer resistance to an QIAGEN PS6 Strong
experimental drug

At least 10 independent somatic observations of

the alteration were found in literature QUGN PS7 Strong
For recessive d_|sorders, detected in trans with a ACMG PM3 Vel
pathogenic variant

Assum_ed de novo, bu_t without confirmation of ACMG PM6 Madlaae
paternity and maternity

At least 3 independent somatic observations of QIAGEN PM7 e

the alteration were found in literature

Cosegregation with disease in multiple affected
family members in a gene definitively known to ACMG PP1 Supporting
cause the disease

Patient's phenotype or family history is highly

specific for a disease with a single genetic ACMG PP4 Supporting
etiology
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Cases Category (Direction: Benign)

Criteria
mm

Lack of segregation in affected members of a
family

Observed in trans with a pathogenic variant for a

dominant disorder or observed in cis with a

pathogenic variant in any inheritance pattern or
observed in cis or trans with a pathogenic variant

(phase unknown) for a dominant disorder

Variant found in a case with an alternate
molecular basis for disease

Controls Category (Direction: Pathogenic)

ACMG
ACMG BP2
ACMG BP5

Strong

Supporting

Supporting

Criteria
mm

Absent from controls (or at extremely low
frequency if recessive) in Exome Sequencing
Project, 1000 Genomes Project, or gnomAD

Controls Category (Direction: Benign)

ACMG PM2

Moderate

Criteria
mm

Allele frequency is >5% in Exome Sequencing
Project, 1000 Genomes Project, or gnomAD

Allele frequency is greater than expected for
disorder

Observed in a healthy adult individual for a
recessive (homozygous), dominant
(heterozygous), or X-linked (hemizygous)
disorder, with full penetrance expected at an
early age

Allele frequency for this somatic alteration is
>1% in Exome Sequencing Project, 1000
Genomes Project, or gnomAD

40

ACMG
ACMG BS1
ACMG BS2

QIAGEN BS6

Standalone

Strong

Strong

Strong

QDC-CAT



Functional Data Category (Direction: Pathogenic)

Criteria
mm

Alteration confers sensitivity to an approved drug QIAGEN Standalone
Established common pathogenic founder

mutation QIAGEN PA2 Standalone
,dAil—tuegratmn may confer resistance to an approved QIAGEN PA3 Standalone
Variant is a gain of function mutation with

literature references QIAGEN A% Standalone
Variant is a loss of function mutation in tumor QIAGEN PAS Standalone

suppressor with literature references

Well-established in vitro or in vivo functional
studies supportive of a damaging effect on the ACMG PS3 Strong
gene or gene product

Located in a mutational hot spot and/or critical
and well-established functional domain without ACMG PM1 Moderate
benign variation

Missense variant in a gene that has a low rate of
benign missense variation and in which missense ~ ACMG PP2 Supporting
variants are a common mechanism of disease

Functional Data Category (Direction: Benign)

Criteria
mm

Well-established in vitro or in vivo functional
studies show no damaging effect on protein ACMG BS3 Strong
function or splicing

Databases Category (Direction: Pathogenic)

Criteria
mm

Reputable source recently reports variant as
pathogenic, but the evidence is not available to
the laboratory to perform an independent
evaluation

ACMG PP5 Supporting
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Databases Category (Direction: Benign)

Criteria
mm

Reputable source recently reports variant as
benign, but the evidence is not available to the ACMG BP6 Supporting
laboratory to perform an independent evaluation

Functional Predictions Category (Direction: Pathogenic)

Criteria
mm

Null variant (nonsense, frameshift, canonical +/-

1 or 2 splice sites, initiation codon) in a gene Very
where loss of function (LOF) is a known A Pl Strong
mechanism of disease

Variant is an inferred gain of function mutation in QIAGEN PVS2 Very
an oncogene Strong
Variant is a truncating mutation in a tumor QIAGEN PVS3 Very
suppressor Strong

Same amino acid change as a previously
established pathogenic variant regardless of ACMG PS1 Strong
nucleotide change

Protein length change as a result of an in-frame
deletion/insertion in a nonrepeat region or a ACMG PM4 Moderate
stop-loss variant

Novel missense change at an amino acid residue
where a different missense change determined to ACMG PM5 Moderate
be pathogenic has been seen before

Fusion containing an oncogene with any partner
supported by any curated data in the QIAGEN QIAGEN PM8 Moderate
knowledge base

Multiple lines of computational evidence support
a deleterious effect on the gene or gene product ACMG PP3 Supporting
(conservation, evolutionary, splicing impact, etc.)
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Functional Predictions Category (Direction: Benign)

Criteria Criteria
ID

Missense variant in a gene for which primarily
truncating variants are known to cause disease

In-frame deletion/insertion in a repetitive region

without a known function

Multiple lines of computational evidence suggest

no impact on the gene or gene product

(conservation, evolutionary, splicing impact, etc.)

A synonymous variant which does not create a
donor (GT) or acceptor (AG) sequence and the

nucleotide is not highly conserved

43

ACMG

ACMG

ACMG

ACMG

BP3

BP4

BP7

Supporting

Supporting

Supporting

Supporting
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2) Pathogenicity @ ¥IFEIIL—IL
ACMG 2015 A4 R4 VIZZER L, %X T 5 CriterialD #E L7573 (PA PVS, PS PM, PP,
BA,BVS, BS,BM,BP) Z L%z LLTRDIL—ILH 5 Pathogenicity ¥ LE 9, /=7 L. QIAGEN
B IZEBM L = Criteria A& FENE T,
C-CAT AR TIX TR HIELEEAN. Pathogenic, Likely pathogenic, Uncertain significance M5
&, XEITET AR (Pathogenicity) ZEE&EH L £,
(Richards, S. et al. Genet Med. 2015 May;17(5):405-24. % —EBch %)

Pathogenic

1 1 Stand-Alone (PA1-PA5) OR

2 1 Very Strong (PVS1-PVS7) AND
a. =1 Strong (PS1-PS7) OR
b. =2 Moderate (PM1-PM8) OR
C. 1 Moderate (PM1-PM8) and 1 Supporting (PP1-PP5) OR
d. =2 Supporting (PP1-PP5)

3 =2 Strong (PS1-PS7) OR

4 1 Strong (PS1-PS7) AND
a. =3 Moderate (PM1-PM8) OR
b. 2 Moderate (PM1-PM8) AND =2 Supporting (PP1-PP5) OR
C. 1 Moderate (PM1-PM8) AND =4 Supporting (PP1-PP5)

Likely pathogenic
1 1 Very Strong (PVS1-PVS7) AND 1 Moderate (PM1-PM8) OR

2 1 Strong (PS1-PS7) AND 1-2 Moderate (PM1-PM8) OR
3 1 Strong (PS1-PS7) AND =2 Supporting (PP1-PP5) OR
4 =3 Moderate (PM1-PM8) OR
5 2 Moderate (PM1-PM8) AND =2 Supporting (PP1-PP5) OR
6 1 Moderate (PM1-PM8) AND =4 Supporting (PP1-PP5)
Benign
1 1 Stand-Alone (BA1) OR
2 2 Strong (BS1-BS6)
Likely benign
1 1 Strong (BS1-BS6) AND 1 Supporting (BP1-BP7) OR
2 2 Supporting (BP1-BP7)
Uncertain significance
1 LS D Pathogenicity & H IS e - =54
2 Pathogenic @ Criteria (Criteria ID P TihE %) & . Benign @ Criteria

(Criteria ID "B T FE )M AMRIILT 55
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434 FRFR

) XEIETUYALANL, BBRABRS LUSEXBO S BN EELHDH D 6D, BHRKHARF O
#., ERERFOFMIE. QCHIICANSNDEBELFEROHN 400 ZBA D ELESNEE A,

2) XETIETUVALRILIZDNT
UTOBEFKEIETVALRLLAZEHINEE A,
- Actionability A% Tier 4. % L < (& Pathogenicity A%(Likely) Benign £ #IE S =154
- GnomAD T® population allele frequency A%, 1 /8—t > bk YU £ B WNEE
- BETEIOEEICH D ELTFEEDSGE

IR DIEE 1L Actionability IZE S FIZKEIET UV ALRNLEREHLET,
- ACMG b9 BIzFEIZHZHE L. TOELGFEEDTMA ACMG L9 [CRHRHFHE SN D ERBDIERIZK L
T (Likely) Pathogenic &¥|FE S N=15E

435, BINERKRABRIZ DT
- Actionability 2\ Tierl & U Tier2 EHIE SN EBEF LRI T IBKRRBREZH LTI,
- Actionability A% Tier3 EHIE SN=HEBIETEREICEBLIZ5E. BERARKREZHLET,

Amplification and gain of function in oncogene
(BNABGEFOBIBIC X HEEESGERE)
Deletion and loss of function in tumor suppressor
(NAIFEEFORRERIC L HHERERALRE)
Fusion in preferred orientation in gain of function
(HoN=ARTOERGTFREICK DMEERBER)
Truncation, frameshift mutation in tumor suppressor and PVS1 triggered
(DAMBEEFOST v r—avEERE JL—LAY T FTPVSIOERBEFE=T5HR)
Missense in oncogene and gain of function in literature and PS3 triggered
(DABEFOI RV REET, XM TRINTWVWSKEEESEECPS3OEG M-I 5E)
Missense in tumor suppressor and loss of function in literature and PS3 triggered
(BDAMFIERFOI RV AEET, XBTRIN TV I HAEEREE CPS30EKEHmIT
5&)

- KE2IOBRKRARENRELETS,

- REB/EBEGETFENERTIBREREBRDO S 5. 8V T— X0 O LA 10 FETERHLET,

- BEOFE. MAOBERARBE SN TNDIGEEE. TALICFEORVERKABREER L TLHL
£9,
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b, AEICEH L REFIE
1. YENTRBEIIFEROEEMESLVRECODVTHLEZHTION, TORNBTETRIAT S D
DTIEHY FH A
2. HERICHBEINEANBICEI>TELEBEEFO—VOEEFEVERA.
. REMOENIE— REOEMEHEZFELLFTT,
4. QC-IZBAF 2 REBICDONTIZ QAGEN # L Y RSN =R XEREMR LEL L= D TTH,
FERRIZAEL H DGR FEERXEB/ELES,

®BBLEDbhE
C-CAT ~OBHEABIIUTIAROTT,

C-CATANILTFTRY
1. AT

8 9:00~17:.00

THEHMBEB ICERFER(12 A 29 B~1 A 3 B)IEKIE

2. 2R A&

(1) &S : 050-3000-6505

(2) E A—JL : helpdesk c—cat@ml.res.ncc.go.jp
3. BREHE

BEEEFIBERAIELETH, HEICLY ZMBEREICHEANAMBER S, BEF TICHHE

EETHEANHY FT,
FRAGEICERBRSERTLES. RELKE. BEOSHAEEICECOERESEFMACES
(A

ABERBRIOARIZCOVTIE, EA—ILTEREE {EZL,
4. K< HBHTEM

MEEDLWVEREZFEHTHEYEY, FETISRMIESL,
TRV VI TE<{H2THEM &7 )y L, IC-CAT AEHEE] (CET 2 CEHE~NEH
9,

URL : https://www.ncc.go.jp/jp/c cat/jitsumushya/index.html
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