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HEZD AR, EREREN D B /FOAERENHB/H1 R S1 VEHINTWVS, A
HZD AR, BETHEREOSVERKER « X B EMARBOIL LY XD H B, B

thh ATE. ERXTCISFDARGIED S 3 [Mthh AR, METHEREDT VERKREER « X 2T EFIREO C
AVEIH AN BB/DARICEDLS Y. REQ/NTVERKRZBRTERENRIN TV S,

HABICEDL ST, EFRETERAENARINTWS, D
BIEEPRELER (in vitroXinvivo) TERMHIHRETNTWS, E

MNALICEEE T3 25N TWVS,
HAMMUEADESICEAL T, BRARER TR FIREICLIDEES<MUN) 7Y FTHBEHBALTWVWS, Rl
FAMEANDRESICEAL T, METRERBEL L THREDH D HRERCBEENRETRIETNTLS,  R2
FEAIMEANDRESICEL T, FIBRKREBR TMIENU 7> FEFHBEI N TV B, R3

Rl RﬁiR%fiElW/FDA@??Km%L’)L\'Co)ﬂ'flﬂill:T/Z'C?"o HHBARICHITZIET Y RDFBERTREZURY (*) Hi&

[(FAINDEZEM DIEE]

ERATE D HBEAAE. BRRRENH B,
ERESAE . LA, BRESREL B B (EISHN).
FDAZKERER D UBHATE. FDARSEENH B,
FDABE G2 DA ARE. FDAEGEERN H B (EIHIN)o
ERERDRER | UEHAE. EREFRZREN D S,
pact=| o EEEMUS

8 FREE - RAEEHE

O C-CATHREGER WUT TFRFAEFRI tWS. ) B TFIN—FARIICEVWTERKERS & HE THEREMSED
KT 2EETFN\RIIBRERBRBRESOBREOEAZRE T ZODOBEER L LTHREINZ DD T, REHNUMIC
C-CATHRERRONBZFATZ reBZALLETV

O FPFEHERIF. TFIAN—INRILICEITEIRETICETED LS. BAYT / LBEREEBE Y Z—HRHEDT—EZR—%
AT —ZN—X(JAX-CKB™1)FZRWTHEBRLIA#HT —IN—XZH&ICBEBICY / LBTRERICHL T
fRIR - BBARMRE DT ZITo7cdbDTID. ZDERICEL TR RORICHRITTEFRZHSEVWLEFT,
*1 Somatic gene variant annotations and related content have been powered by The Jackson Laboratory®
Clinical Knowledgebase (JAX-CKB™)

OFFEFBRICOVTIE. FERICBVWTERIREL L TERBINLLDO TGRS R TIREREE L L TOERM
MREESNTZDHDTIIHD FEA. TOARICOVTIE. TEFIN—ENARIICEVWT, B, ZH%. BEEL Y
ZHDO LT, EFRIIHENBD XY,

QFFERBRIZ. BEDEBIOMEEINREZHFRIEL. BEZTIHDOTREL, Fe. BEDEFOMBERRH BV L
BORPEWERADNBWVWCEZTITHDTHHD FE A, BLXOEROERICEL TE. FMIXBFICESVWTELZ DS
%%?E'”:'i?élzﬁﬂib“-l-ﬁ CREIZIToTLIES L,

GERPREEERICERIL TSN TV AIBRIZY / LAEERZRIRE L TEEABRSNTUL AV, BT LHBEEGFICHEITIN
THE5Y. FFAERRICBVWTRETADSMARLERARZBENICIER TE TV RVARELN DD 9, .
BHINTULWBERARHBRDIEBESTAICEIGL TWVWB EIFRD FEA.

@ERFRERICOVWTIE. ARERBRICEHIN TULAVEREZHFCEEERRAOZCFICLIDEEIADBMTI AL
T—=AHEZHENFE T, BROTTICOVWTIIEREROEMEREICEBEEahELCTETV

OFAFAERERICEBE SN TWVWRER O—ERIZ. BRXITEN TREBECERGZBRITOERRTHD.. REEWE - 22D
BILTWBLDTIEHD FEADT, BLXDEZEIANDOEIOFERCERZBADEFEDEIICOVTIE, ITFX
N—=ENRIIPEEREDEFZHHETOD C ICHKEET L TS ET W

COEZROADRAPHENMEFIHLEHRINTVEY, ChHERNDBEROT Y TT—bDEAI VT DEWVIC
O FEEBRTRESNTL S ERIR %ﬁ’ctat@b\j“"’l&*%a’ib 9. ERADITEHEOHITAR & AFERR
DEHICHEN HBHEICIE. FIEDOABRZEBAEL TS

OFFERBRODBEICDOVTIE, %Efll\@ii%‘\%ﬂ\ofb\ii'b‘\ /\%E’\J\ SRTLMBIS—HELFZIREMDEET
FEHEADT. ITXZAN-FNARILICEVTIE, BLFNARIBRERERBEZELOBREMzHETS té%tm BaMF
ICB L TERED H BIZEICIFC-CATICRREWVWLIEEZFTLS5BEVLET,

OFAERBRIFRREA TNICBLFN\RIBRERBRBEZICKEHSNTLBINUT Y FOHZRENRELTVET,

OFAERBRIZ. FERBARFNET IS EGF/N\RIBEBRBREECELRZ7ILI) ILBVIAREGEEEYDE
F)THERSI3HEDHB7D. X—H—BEBRIER>TERINB I EHHD X,

{ERZ B : 2024507H08H
10/11 c-cat-findings_20240708_5123456789 LAR—k/N—=3 > :10001.0


長方形


SAM PLE F]_CDX BHN—2avIicBiT 3 EEER ]

OARFEFERDOBEBHE, FA. KK (DNA) « EHEHERRIIZRE (T/INERREDH)D Y —HA—RICIE.
ToMMo. Exome Aggregation Consortium(EXAC). 1000A%"/ L7OS ¥ D7 LIVIBERER%E
ToMMo. ExAC. 1000G& L TRIRLTH D £¥, Exome Aggregation Consortium,
1000AS/ L7AO2 7 bOT LIVBEERBRIER 7S TABIZE T3 7 LIVEEBRERRLTVET,
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EHEREBRBC-CATICERINTIIERIL6 FERY 7 bz 7N— 3 VDC-CATERT —F BB IEI L,
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c BATERINY 7Y MEE AP AB TR —ETCTFEEZIF DRI / C-CATICER S NIc HED ABDOERIE2
c BNARERECFEREES | YD ABCTR—EBGFICEVWTIE T Y ALRILVFBMIEINZER =R DEFIER /
C-CATICEBIER I NI HEZN AR DEGIE2
1 SEEBREZRT TNV 7Y MIAAERBROEBEEBER. HA. KK(DNA) L ELFHEEM(DNA). #EERI(DNA)X
AE—HE. SLUEREMRRIZER (T/INEHEREDOH)ICIBEH TNV 7Y FEXNRELTVETD,
*2 C-CATICERINT-2MERIE. C-CATICERINT-HZDPABOEARII/NRILICL > THRERRE TS
BELEFOEERZEZERBET. IRTORREFAMEZESFLTVWET,
3 I—HN—HREETCTFOHE. BEETCTFOLRE TROBEGFICOVWT. TNENDHABIEGCTFIEEEE.
NABRIBEGCF2EEEEEZRHLFJ,
QFFAEERTIF. UTOEBIIODWTHEREMEDNRIT T 3R ECFN\RIIBEERREEARICEOTRAENRE
RELTEDET,
« Tumor Mutational Burden / Blood Tumor Mutational Burden : TMB
+ Microsatellite Status : MSI
+ Loss of Heterozygosity score : LOH

¥7c72 L. FoundationOne CDXDIFE. BREBERUETOBEGF/NRIIBREBRBES ICLOHNRETNZ CLHHD &
THARAERERTIIRAEARACLTED X,
BAPEBREBBEIHRTOREREE CTRREGCFEREFORLICERNEEIZLHHD £T, TOHBEICIIRE
SHRTORBREEOLHZEBELL TEASLESI L,
BBECF/NRILEED /N7 ILIEF] D FoundationOne Liquid CDXDBE. BERHREITOBGFNRIBELERESED
Biomarker FindingsiZ(ZTumor FractionDMEAGEEH SN & 3 H' FRBERIFC-CATICY A7 LA TUIEBRIREATER & L TIRH
TRV, AFAEERTIIAETRNRACLTED £,

OELF/NRILERED /N /LTERA FoundationOne Liquid CDXDIHE. BMESHETOERELFNRI/ILEEERREED
OTHER ALTERATIONS & BIOMARKERS IDENTIFIEDIC T# Variants in this gene may be derived from a nontumor source
such as clonal hematopoiesis (CH).1 CEHINTWVWIZEBRIE. A AEER CEEHEROGTHEZRL AG L THE
L. AERBRERLTEDE I,

OARFERRIF. BLEFN\RIERENEIEMRRTIZERCEAHERERZXF LBVEEIE. ZEBRZAHRER AL
LTHABEL. AEBREHRLTEDET,
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