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Pathomorphological-feature-prediction models
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Output1 Pathomorphological features Output2 Gene abnormallty features
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1 BEFEERET7 LIV XLEHRDT7 78 —F (Clinical Cancer Research & ) %)

Gene-prediction models
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BRAFVSOOE MSI

TPR: True positive rate
H H H
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o AUC=0.851 AUC=0.923

Wk —R2

TPR: True positive rate
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AUC=0.859 AUC=0.862

FPR: False positive rate FPR: False positive rate

2 BRAFVEOE 15 & 1X MSI-H DIREZ AR & AUC DEFfR (Clinical Cancer Research & ) &%)
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X4 hJL 1 Rapid screening using pathomorphological interpretation to detect BRAFV600E
mutation and microsatellite instability in colorectal cancer

ZE  Satoshi Fujii*, Daisuke Kotani, Masahiro Hattori, Masato Nishihara, Toshihide Shikanai,
Junji Hashimoto, Yuki Hama, Takuya Nishino, Mizuto Suzuki, Ayatoshi Yoshidumi, Makoto
Ueno, Yoshito Komatsu, Toshiki Masuishi, Hiroki Hara, Taito Esaki, Yoshiaki Nakamura, Hideaki
Bando, Tomoyuki Yamada, Takayuki Yoshino

*Corresponding author.

B HMEES | Clinical Cancer Research

DOI : 10.1158/1078-0432.CCR-21-4391
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(%) SCRUM-Japan m— L ~_—  http://www.scrum-japan.ncc.go.jp/index.html
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