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PATIENT TUMOR TYPE REPORT DATE
L] FOUNDATIONONE "CDx Sample, Jane Lung adenocarcinoma 01Jan 2018
ORDERED TEST &
HOOKNKX
PATIENT PHYSICIAN SPECIMEN
pisias Lpng adenacarcroma CROLEMNG YSCisN Not Given WLONEN T Not Given
samt Not Given WDCALFAOL 1Y Not Given setommen i Not Given
AL O st Not Given AR TONAL RECPENT Not Given SOnEN TRl Not Given
wx Female WDCAL Fara Y 0 Not Given DATL OF COLLECTION Not Given
WDCALRICORD s Not Given mIwoGsT Mot Given EOEN RIZENED Not Given
CDx Associated Findings
GENOMIC FINDINGS DETECTED FDA-APPROVED THERAPEUTIC OPTIONS
EGFR  L858R Gilotrif® (Afatinib)
Iressa® (Gefitinib)
Tarceva® (Erlotinib)

OTHER ALTERATIONS & BIOMARKERS IDENTIFIED

Results reported in this section are not prescriptive or conclusive for labeled use of any specific therapeutic product. See
professional sorvices section for additional information

Microsateliite Status MS-S:able PTCHT T41&5
Tumaor Mutational Burden 11 Muts/Mb ' RBMIO Q454°
CDKN2A/8 loss’ TP53 R267P

EGFR amplification’

§ Refer o appenchix for limistatioss staderents related fo deircton of ey copy mumber alteratioms, ger mesrrengements, MST or TMB result in thir sectios
Please refer 20 sppedix for Esplenstion of Clinicel Signifiance Classificstion end for verients of wknown significance (VIIS)

Courtesy of Chugai Pharma
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Interpretive content on this poge and subseguent
pages is provided as a professional service, and is
not reviewed or approved by the FDA

Biomarker Findings
Microsatellite status - Ms-Stable
Tumor Mutational Burden - TM8-Intermediate (11 Muts/Mb)

PATIENT

DRSEASE Lurg L Genomic Findings

NAME ‘o Fow 3 comples 1= of 2 geues Enayed. Pl wIET 1 e A

DATE OF BIRTH “uot G EGFR amplification, LESEBR

BRA Fonste o PTCHI T4165

MELICAL RECORD & Mt v CORNZA/B loss

PHYSICIAN RBM10 Qasa”

OROERING PHYSICIAN v TP53 R267F

MEDICAL FACUTY taot

ADDITIONAL BECIPIENT St Goves 7 Disease relevant genes with no reportable alterations: KRAS, ALK,

MEDICAL FACILITY D %t Glepe BRAF, MET, RET, ERBBZ, ROS1

FATHOLOGHST Mot Giver

SPECIMEN Y )
W Tharapies with Cirical Benefit 18 Clinical Trials

SPECIVEN TS “u

0 Theraples with Lack of Respanse

SHCIMEN D
WPTCAMN TYPE oot (ame

DATE OF COLLECTION ‘et Gove
SPECIMAEN MECEVED "ot Crnan

BIOMARKER FINDINGS

THERAPIES WITH CLINICAL BENEFIT THERAPIES WITH CLINMCAL BENEFIT
(N PATIENT'S TUMOR TYPE) (IN OTHER TUMOR TYPE)

Tumor Mutational Burden - Atezolizumab Avelumab
TMB-Intermediate (11 Muts/Mb)

Durvalumab
Nivolumab
9 Trials seen 4 Pembrolizumab
Microsatellite status - ms-stable No therapies or clinical trials. ses Somarker findings section

THERAPIES WITH CLINICAL BENEFIT
(IN PATIENT'S TUMOR TYPE)

THERAPIES WITH CLINICAL BENEFIT
(IN OTHER TUMOR TYPE)

EGFR - amplification, LBS8R Afatinib Cetuximab
Erlotinib Lapatinib
Gefitinib Panitumumab
4Trisls seen Osimertinib
PTCHT - Taes none Sonidegib
5 Trials seep 17 vismodegib

Courtesy of Chugai Pharma
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T RSIVROT

TAC CGTTAGACAAGTGCGTGAGTACACA

DNA ATGCCGCAATCTGTTCACGCACTCATGTGT
D L e
BE
DNAMHRNA l
[CIE &R ZIE—

AUGCCGCAAUCUGUUCACGCACUCAUGUGU

N
RNADIEE AL 5%
TI/BEEHIZFHEA L

— Y Y Y Y Y Y Y Y Y Y
FZ/B Met Pro Gin Ser val His Aa Leu Met Cys

(B21849)

http://sciencescup.tumblr.com/post/92776449818/translation-in-the-process-of-transcription-an



BE5 | DNA> (Av1>S17—) mRNA

DNA=FAFI)R—2 + Yo +IEE (T, C, A, G)
RNA=JR—X + o + 15X (U, C, A, G)

M
Deoxyribonucleic Acid Ribonucheic Acid

https://www.technologynetworks.com/genomics/lists/what-are-the-key-differences-between-dna-and-rna-296719
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mRNA AUGCCGCAAUCUGUUCACGCACUCAUGUGU

- Y Y Y Y Y Y Y Y Y Y
=/ M Met Pro Gin Ser Val His Ala Leu Met Cys

(B2189)

http://sciencesGup.tumblr.com/post/92776449818/translation-in-the-process-of-transcription-an
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Genetic alteration
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_ BinFER
Mutation
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BinFigE
Amplification
B FER OE—HER
Genetic alteration = Copy number variation (CNV)
Genomic alteration Copy number alteration (CNA) -
Gene alteration E‘K%K%
Deletion (Loss)
N —
__ EERRE S EEFGE
Structural variation Fusion

13



B FER

1
DNA GE{=F) B0 = KRAS
EGFR
55 l
MRNA IOV
e |

IEF#RE A% A A

14



KRASZ 2

TSN KRASTOVL2ER

x4%)1 IHYY22 TIHYU3 T4
30 313233343536 373839
AGCTGGTGGC
1 KRAS 35G>T Z &
(3I5ZHDIEEGHTICEH)
AGCTGTTGGC

30 31 32 33 34 35 36 37 38 39
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il KRAS Gly12Val Z£&
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(A) ((3) (G)
KRAS G12V £ £
AE;:_,TE{_T,(."_(:S (128 H DR GAVICER)
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(A) (V) (G)
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SUARAT A Cysteine Cys C ZOauy Proline Pro P
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https://www.nacalai.co.jp/information/trivia2/10.html
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PATIENT TUMOS TYSE REPDRT DATE
L] FOUNDATIONONE CDx Sample, Jane Lung adenocarcinoma 01Jan 2018
A
PATIENT PHYSICIAN SPECIMEN
Lung acenacarcmoma % Not Given Not Given

Nat Given
Not Given
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Naot Given

Not G
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% Not Given
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wen

CDx Associated Findings

EGFR  L838R

COX (A IN=F B EE)

GENOMIC FINDINGS DETECTED

JYELD ThEl

UASAFT

Gilotrif® (Afatinib)
Iressa® (Gefitinib)
Tarceva® (Erlotinib)

B9 5FT R

OTHER ALTERATIONS & BIOMARKERS IDENTIFIED

Results reported in this section are not prescriptive or
professional services section for additional infarmation

Microsatellite Status M5 Stable”
Tumor Mutational Burden 11 Muts/Mb "
CDKN2A/B loss’

EGFR amplification”

Z DD (CDXTIEZRLY)
BIEFERE

Plesue refer to appesdix for Explonation of Clinksel SSgnificence Clanstfices

§ Refer 1o apprndiy for Iimitation stetrreents rekited 10 detrction of any copy member alieratio, gene sesrrangenimits, MST or TMB rult ot section
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CDx Associated Findings

o

EGFR L&58R Gilotrit® (Afatinib)
Iressa® (Getitinib)
Tarceva® (Erlotinib)

EGFRELZFMD858F B D Afatinib (B4 : >4 M) J®)
A4S (L)ATILE=2(R) ICEHR Gefinitnib (Mm% : 1Ly HY®)

Erlotinib (&4 : 2)L£/\®)
DAL HAFTEEATEE

I Afatinib
‘ EG%?%E —)p Gefinitib
- FoundationOne Erlotinib
CDx -
[:EGFRKE :
=t

O INZA B EE

23 Courtesy of Chugai Pharma



OTHER ALTERATIONS & BIOMARKERS IDENTIFIED

Resukts reported in this section are not prescrigtive or conclusive.for lonoeled use of any sococific therapoutic product. Soe

porofossional sersicos sactian for additional information
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Turmor Mutational Burden 11 Muts Mo °
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Tumor Mutation Burden (TMB)
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Mutant

= il
TACCTGTTCAGCAGCTACAGCGTCAGC

Nonsynonymous mutation
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Hazard ratio for disease progression or death,
0.58 (97.5% Cl, 0.41-0.81)

g 1007 % P<0.001
h? 901 ? RS
8 807 L3
= O |
ténTu 60 Nivolumab+
a > 07 3 . 143 ipilimumab
é g 40 A A - H' N Sl S @-000—@
20 30 BN |
2 e :
S 20~ w113 Chemotherapy
- e & 1
4{.& 10_ ' | = Lag,
o |
0 - I | |l ! | | 1
0 3 6 9 12 15 13 21 24
Months

FoundationOne CDxC10 mut/Mb{ _EDIE/INdliBafiih A D—IREEICH LT
ZHRILYT +1EVUARYTRMEREEEEBR U CERICHIGESFHIRE (prs) ZEE.
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Hellmann TE, et al. New Engl J Med. 2018.
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Atezolizumab Avalumab

Durvalumab

Mivolumab

Pembrolizumab

Microsatellite status - ms-stable
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