Simulation-based
personalized medicine
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(Nagornov and Kato, 2020, Bioinformatics)
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Male

NK

NPM1,
DNMT3A,
IDH1

ELN favorable
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(Gerstung et al, 2017, Nat Genet)
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Statistics-based (incl. Al)
personalized medicine

Treatment 1

INRD 0.03 0.04 0.04 005 0.05
1PRD 0.13 0.33 041 046 0.49
AAR 0.26 0.21 0.18 0.15 0.14
r— X
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Treatment 2

13%

NRD 0.05 0.08 0.09 0.09 0.10
4{4PRD 0.08 0.19 023 0.26 0.27
AAR 0.09 0.06 0.05 0.03 0.03
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Time from CR (years)




